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Personalized medicine — the adaptation of therapies based on an individual’s genetic and molecular profile — is one of the most
promising aspects of modern medicine. The identification of the relation between genotype and drug response, including both the thera-
peutic effect and side effect profile, is expected to deeply affect medical practice. In this paper, we review the current knowledge about
the genes related to antidepressant treatment response and provide methodologic proposals for future studies. We have mainly focused
on genes associated with pharmacodynamics, for which a list of promising genes has been identified despite some inconsistency across
studies. We have also synthesized the main results for pharmacokinetic genes, although so far they seem less relevant than those for
pharmaco dynamic genes. We discuss possible reasons for these inconsistent findings and propose new study designs.
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Introduction

Personalized medicine is one of the most promising aspects
of contemporary medicine, and it may be achieved by the
adaptation of therapies to individual patients by means of
gen etic and other molecular tools.1 Currently, drugs are ad-
ministered by trial and error. A substantial proportion of pa-
tients do not benefit from treatment, and those who do may
incur serious side effects. Antidepressant response is usually
associated with a 2–4 week lag before improvement is seen,
and even though improvement may occur during the first
2 weeks of treatment, it is difficult to distinguish true im-
provement from a placebo effect.2 During this period, pa-
tients may experience worsening clinical conditions, discon-
tinue treatment prematurely3 and feel hopeless. To reduce
suffering and minimize costs, it is desirable to know in ad-
vance whether a drug is likely to be effective and tolerable.
Unfortunately, clinical and anamnestic variants have not
been found to be helpful in this respect,4 while the genetically
determined investigation of pharmacological responses could
be more promising.5–7 Pharmacogenetics is the study of how
an individual’s genetics affects his or her response to drugs,
combining traditional pharmaceutical sciences, such as bio-
chemistry, with annotated knowledge of genes, proteins and
single-nucleotide polymorphisms (SNPs). 

One of the first steps in pharmacogenetics is to detect can-
didate polymorphisms. There are millions of SNPs in the
 human genome, and even though they usually cosegregate in
small groups, the identification of key variations is difficult.
In contrast, when a genome-wide screen approach is per-
formed, the results may be contradictory and poorly repli-
cated, probably because of the presence of a wide range of
stratification factors8 and the enormous amount of DNA se-
quence variability in target sites, metabolizing enzymes and
drug transport proteins.9

Most pharmacogenetic studies investigate genes related to
metabolism, those that code for receptors and transporters and
those related to second-messenger systems.5 The most prom -
ising results in the pharmacokinetic field have been reported
for genetic variations of genes coding for CYP2D6 and 
P-glycoprotein, although relative evidence is present only for
the CYP2D6 gene variants. Furthermore, the number of inter-
esting pharmacodynamic targets appears to be quite large, the
most important of which appear to be genes coding for trypto-
phan hydroxylase, catechol-O-methyltransferase (COMT),
monoamine oxidase A (MAOA), serotonin transporter (5-HTT),
norepinephrine transporter (NET), dopamine transporter
(DAT), monoamine receptors (5-HT1A, 5-HT2A, 5-HT6, 5-HT3A, 
5-HT3B, β1 adrenoceptor), dopamine (DA) receptors, G protein
β3 subunit, corticotropin-releasing hormone (CRH) receptor I
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(CRHR1), glucocorticoid receptor, angiotensin-converting
 enzyme, circadian locomotor output cycles kaput (CLOCK),
nitric oxide synthase, interleukin (IL)-1β and brain-derived
neurotrophic factor (BDNF). 
We recently performed a review and meta-analysis of the

pharmacogenetics of antidepressant response. Our review
was mainly focused on the monamine receptors 5-HTT and
BDNF genes.10 We concluded that genetic variants in 5-HTT
(5-HTTLPR and STin2), STin2, HTR1A, HTR2A, TPH1 and
BDNF may modulate antidepressant response. Several other
genes have also been reported to be involved in the pharma-
cogenetics of antidepressants. In this review, we focus on all
of the genes that have been reported to be associated with
anti depressant response. We also update previously reported
results because of the large number of recently published pa-
pers and review the results for other relevant genes involved
in the pharmacogenetics of antidepressants. We highlight the
main results for each gene, summarizing the strongest find-
ings and reporting the most promising new results. Further-
more, we comprehensively summarize the studies for each
gene by reporting the main results, sample sizes and evaluat-
ing the quality of the studies. Finally, we debate the possible
reasons for the controversial findings in the literature and
suggest some methodologic issues that can increase the pos-
sibility of detecting true positive and replicable results.
There is growing interest in the potential role of pharmaco-

genetics in the application for the approval of new drugs and
the review of existing ones. The US Food and Drug Adminis-
tration (FDA) has begun to focus on the short-term benefits
of pharmacogenetics.5

Literature review

We reviewed the literature by searching MEDLINE and
 EMBASE (published prior to and including November 2009)
using the terms “pharmacokinetics,” “pharmacodynamics,”
“gene,” “variation,” “antidepressant,” “efficacy,” “cyto -
chrome,” “P- glycoprotein,” “tryptophan hydroxylase,”
 “catechol-O-methyl transferase,” “monoamine oxidase A,”
“serotonin transporter,” “norepinephrine transporter,”
“dopamine transporter,” “5HT1A,” “5HT2A,” “5HT3A,”
“5HT3B,” “5HT6,” “β1 adrenoceptor,” “dopamine recep-
tors,” “G protein β3 subunit,” “CRH receptor 1,” “gluco -
corticoid receptor,” “angiotensin converting enzyme,”
“CLOCK,” “nitric oxide synthase,” “interleukin-1β,” “BDNF”
and “candidate.” Our search yielded 926 articles; of these, we
included 226 pharmacogenetic studies of antidepressant
 response in our review.

Assessment of study quality

Quality of studies was defined according to criteria proposed
by Serretti and colleagues8 in a review on methodologic
guidelines for pharmacogenetic studies. The authors pro-
posed a scale of 31 methodological criteria against which to
assess pharmacogenetic studies.8 We evaluated the presence
of these criteria in all studies selected, and we assigned
1 point for any reach criteria. Scores between 0 and 10 indi-

cated a poorly designed study, between 10 and 20 indicated a
fair study and between 20 and 31 indicated an excellent study.

Pharmacokinetics

Cytochrome P450

Cytochrome P450 (CYP) describes a class of heme-containing
proteins that represent the major enzymes responsible for the
oxidation and reduction of numerous endogenous substrates
and drugs. More than 50 isoenzymes that catalyze the oxida-
tion of diverse drugs and chemicals are known so far. In hu-
mans, the most relevant cytochromes are CYP1A, CYP2A6,
CYP2B6, CYP2C8, CYP2C9, CYP2C19, CYP2D6, CYP2E1 and
CYP3A. More than 400 individual forms of cytochromes have
been found in humans, and further studies may identify
other relevant ones. A comprehensive list of CYP allele
nomenclature can be found at www.cypalleles.ki.se.
Variation of DNA within coding genes can affect the rates

of metabolism of certain drugs, possibly leading to overdose.1

The genes CYP2D6, CYP2B6 and CYP2C19 have been widely
investigated as candidate genes. Kirchheiner and colleagues11

performed an exhaustive review about CYP2D6 and CYP2C19
and concluded that it is not yet possible to translate pharma-
cogenetic parameters fully into therapeutic recommendations,
although a combination of polymorphisms in the pharmaco-
kinetic and pharmacodynamic pathways might contribute to
identifying the response patterns as well as patients at higher
risk of side effects. In the present review, we update the re-
sults from Kirchheiner and colleagues,11 summarizing past
findings and adding recent results on these genes.
Variations in CYP2D6 have been associated with a vast list

of diseases (e.g., arterial hypertension,12 leukemia,13 childhood
apnea,13 thyroid cancer,14 Alzheimer disease and Parkinson
disease,15–19 hepatic disease,20 pulmonary disease,21,22 breast
cancer,23 porphyrias24) and with people’s ability to metabolize
antidepressants.25 To date, up to 75 different alleles have been
reported for CYP2D6 (descriptions available at www .imm.ki
.se/cypalleles); more than 15 of these encode an inactive iso-
form or no enzyme, whereas other variations consist of gene
duplications.26 These gene variants are often associated with
different rates of metabolizing drugs. Thus, individuals can
be classified as poor, intermediate, extensive and ultrarapid
metabolizers on the basis of their inherited genetic profiles.27,28

The CYP2D6 poor metabolizer phenotype is present in
5%–10% of the white population but is more rare in black
and Asian populations. It has been recently reported that the
frequency of poor and ultrarapid metabolizers were 0.22%
and 1.25%, respectively, in a Korean sample.29 Nevertheless,
the 10 alleles causing decreased, but not absent, CYP2D6 ac-
tivity are frequently present in these populations.30–34 The
prevalence of poor metabolizers in nonwhite populations has
been recently estimated to be as high as 3%.35 The genetic
background that differentiates poor metabolizers from inter-
mediate and ultrarapid metabolizers seems to be associated
with the number of gene copies: those with the ultrarapid
metabolizer phenotype have been found to have multiple
copies of CYP2D6 with a direct influence on plasma drug
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concentration, and 97% of all poor metabolizer phenotypes
can be explained by the presence of 4 deficient activity
CYP2D6 alleles (3, 4, 5, 6).36 In addition, it has been shown
that genetic background affects the rate of enzymatic inhibi-
tion in a substance-specific manner.37

In addition, CYP2C19 has an interesting set of genetic poly-
morphisms, and the detection of different alleles of the gene
has allowed a classification of phenotypes similar to that for
CYP2D6, making it possible to distinguish between extensive
metabolizers and individuals with impaired catalytic cap -
acity (poor metabolizers).37,38 Moreover, the existence of an
 ultrarapid metabolizer isoform, named CYP2C19*17
(rs12248560), has recently been reported. This isoform has
been shown to be associated with a reduced concentration of
escitalopram to about half, whereas deletion of this gene is
associated with an almost 6-fold increase of escitalopram
concentration.39 The frequency of the CYP2C19 poor metabol -
izer phenotype in Asian populations is about 20%, whereas
in white populations it is about 2%–5%.37,38 Not surprisingly,
it has recently been shown that the efficacy and side effects of
citalopram treatment are influenced by CYP2C19 in Chinese
patients40 and that the side effect profile associated with the
amitriptyline treatment is partially dependent on the com -
bination of a number of alleles coding for CYP2D6 and
CYP2C19.41

The CYP2B6 cytochrome metabolizes bupropion, and it
has recently been shown that the homozygous T allele (T/T)
or heterozygous C and T allele (C/T) at position 1459 of
CYP2B6 (rs3211371) are associated with higher odds of ab -
stinence from smoking in people who are also carriers of the
DRD2-Taq1 A2/A2 (rs1800497) genotype.42 Moreover, the
common allele with a G-to-T substitution at nucleotide 516

(516G>T; rs3745274) is associated with lower expression via
aberrant splicing events,43 and the amino acid substitution of
leucine to phehenylalanine at position 264 (Leu264Phe) has
been reported to have functional consequences on CYP2B6
activity.44 This is quite interesting because CYP2B6 and
CYP3A4 are the main isoforms involved in metabolizing
methadone and sibutramine (CYP2B6 only), and it is thought
that part of the individual response to these drugs depends
on genetic variants of these cytochromes.45–47 The recent re-
sults of genetic association tests for CYP2D6, CYP2B6 and
CYP2C19 variations are presented in Table 1.

P-glycoprotein

Antidepressants must enter the brain to have an effect. The
blood–brain barrier regulates this event, and one of its active
effectors is the P-glycoprotein. P-glycoprotein, an ATP-
 binding transporter protein, is a product of the ABCB1 gene.
It is a plasma membrane transporter that exports certain
drugs and endogenous substances against a concentration
gradient. P-glycoprotein is found in various human tissues,
including the apical membranes of the gastrointestinal tract,
the biliary canalicular membranes of hepatocytes, the luminal
membranes of proximal tubular epithelial cells in the kidney,
the testes, the placenta and the luminal membranes of en-
dothelial cells of the blood–brain barrier.58 Intuitively, the in-
hibition and induction of P-glycoprotein function can result
in important drug–drug interactions. Because of its role in the
blood–brain barrier, which limits drug intake to the brain,
variations in its function are associated with drug treatment
response and side effect profiles. Animal studies have shown
that a wide variety of structurally unrelated drugs are

Table 1: Relevant pharmacogenetic association studies that focused on cytochrome P450 (CYP)

Study Gene Drug Results Quality (0–31) Sample size

Zackrisson et al.48 CYP2D6
CYP2C19

Various antidepressants UM genotype ↑ suicide cases 8 504

Serretti et al.49 CYP1A2
CYP2C9
CYP2C19
CYP2D6

Various antidepressants No association between metabolic profiles and either
response or remission rates

13 278

Peters et al.50 CYP2D6
CYP2C19
CYP3A4
CYP3A5

Citalopram No association with response or tolerance phenotypes 25 1953

David et al.42 CYP2B6 Bupropion DRD2 rs1800497 A2/A2 subject with rs3211371 T/T or
C/T genotype ↑ abstinence

15 233

Shams et al.51 CYP2D6 Venlafaxine PM phenotype ↑ side effects 11 25

Yin et al.40 CYP2C19 Citalopram PM phenotype ↑ drug plasma concentrations and side
effects

15 53

Suzuki et al.52 CYP2D6 Fluvoxamine CYP2D6 IM with 5-HT2A rs63311 G/G or A/G ↑↑
gastrointestinal side effects

18 96

Grasmader et al.53 CYP2C9
CYP2C19
CYP2D6

Various CYP2D6 ↑↑, CYP2C19 ↑, CYP2C9 − antidepressant
plasma concentrations

14 112

Rau et al.54 CYP2D6 Various PM ↑ side effects 5 28

Charlier et al.55 CYP2D6 Fluoxetine, paroxetine PM ↑ plasma concentrations 9 49

Ohara et al.56 CYP2D6 Fluvoxamine No association with fluvoxamine concentration 12 46

Murphy et al.57 CYP2D6 Paroxetine, mirtazapine No association 18 122

↑ = positive association; ↓ = negative association; IM = intermediate metabolizer; PM = poor metabolizer; UM = ultrarapid metabolizer.
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 removed from the brain because of P-glycoprotein activity:
most antidepressants have been shown to be substrates of
this transporter (e.g., amitriptyline, nortryptyline, citalopram,
venlafaxine, sertraline and trimipramine),59–63 although there
are some exceptions (i.e., fluoxetine, bupropion).61,62 In addi-
tion, some antidepressants (e.g., nefazodone) have been re-
ported to inhibit P-glycoprotein function,64 whereas St. John’s
wort has been reported to enhance its activity.65 So far, sev-
eral MDR1 SNPs have been identified, and mutations at posi-
tions 2677 (rs2032582) and 3435 (rs1045642) have been
 reported to be associated with altered P-glycoprotein expres-
sion, function or both.66 Table 2 presents a list of studies that
examined associations between P-glycoprotein variations
and antidepressant response.

Pharmacodynamics

Monoamine metabolic enzymes

Tryptophan hydroxylase
Tryptophan hydroxylase (TPH) catalyzes the rate-limiting
step in 5-HT biosynthesis. Long-term treatment of rats with
selective serotonin reuptake inhibitors (SSRIs) has been
shown to upregulate the mRNA and protein levels of TPH,74

which supports the involvement of TPH in the pharmaco-
logic action of antidepressants. Tryptophan hydroxylase has
2 isoforms: TPH1 and TPH2. The gene of the TPH1 isoform
seems to be widely expressed in human tissues, particularly
in peripheral organs such as the gut, pineal gland, spleen and
thymus, and less frequently in the brain. A biallelic SNP at
position 218 of TPH1 (218A>C; rs1800532) is located in a po-
tential GATA-transcription factor binding site; this SNP has
been reported to influence gene transcription, with the rare
TPH1*a allele being associated with decreased 5-HT synthe-
sis.75 Consistent with the monoaminergic theory of depres-
sion, the presence of the TPH1*a allele was found to be asso-
ciated with suicidal behaviour and to worsen the response to
SSRI therapy.76–78 Conflicting results have been reported, espe-
cially in nonwhite populations.79–83 Independent studies have
reported no effects of the TPH1 218A>C SNP on the efficacy
of SSRI therapy or related side effects.84,85

The TPH2 gene seems to be more selectively expressed than

TPH1 in the brain stem.86,87 Animal experiments have shown
that mice with a mutation in Tph2 have reduced 5-HT tone in
the central nervous system (CNS), whereas Tph1 knockout
mice do not have altered 5-HT tone.88–90 Moreover, long-term
treatment with fluoxetine was found to be associated with
 upregulation of Tph2 mRNA expression, which seems to oc-
cur simultaneously with the antidepressant effect.91 A similar
reaction affecting the genetic expression machinery of cells
was reported for citalopram and fluoxetine.92 In contrast,
 Abumaria and colleagues93 reported that citalopram did not
enhance, but rather decreased, Tph2 mRNA expression in the
dorsal raphe nucleus of stressed and nonstressed animals. The
same result was reported by Dygalo and colleagues.94 Interest-
ingly, Abumaria and colleagues93 also reported that stress did
not affect Tph2 expression, but instead enhanced Tph1 expres-
sion in the brains of rats, an event that was counteracted by
treatment with citralopram in animal models of stress. In con-
trast, long-term administration of citalopram was associated
with enhanced Tph1 expression in controls. This suggests a
more blunted differentiation between TPH1 and TPH2 in
terms of expression specificity for the CNS or peripheral or-
gans. It has been shown that TPH1 may play a relevant role in
the developing brain,95 and this evidence could reasonably
support further research focused on TPH1. 
The TPH2 gene is located at 12q21.1, and its variants have

been associated with major depression,96 suicidal behav-
iour,96,97 attention-deficit/hyperactivity disorder and
 obsessive– compulsive disorder.98–100 Zhang and colleagues89

reported that 5-HT levels from cells expressing arginine at
position 447 were reduced by about 55% compared with cells
expressing proline at position 447. Moreover, in individuals
with unipolar major depression, Zhang and colleagues101

identified a 1463G>A transition in the TPH2 gene. This func-
tional SNP in TPH2 replaces the highly conserved arginine at
position 447 with histidine, which results in about an 80%
loss of function in 5-HT production.101 Analysis of SNPs in a
cohort of 87 patients with unipolar major depression re-
vealed that 9 patients carried the mutant allele, whereas only
3 of 219 controls carried this mutation. In addition, this func-
tional SNP was not found in a cohort of 60 patients with
bipolar disorder. A positive association was found by Peters
and colleagues85 in 2004, although those results were not
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Table 2: Relevant pharmacogenetic association studies that focused on P-glycoprotein

Study Gene Drug Results Quality (0–31) Sample size

Gex-Fabry et al.67 P-glycoprotein Paroxetine ABCB1 genotype ↑ response (61A>G) 18 71

Kato et al.68 P-glycoprotein Paroxetine rs1045642, rs2032582, rs1128503 ↓ response
rs2032582 ↑ response (T/T, T/A or A/A)

20 68

Mihaljevic Peles et al.69 P-glycoprotein Paroxetine No association 22 127

Nikisch et al.70 P-glycoprotein Citalopram rs2032582 GG/GT genotype ↑ response 5 15

Peters et al.50 P-glycoprotein Citalopram No association with response or tolerance 25 1953

Uhr et al.59 P-glycoprotein Various C allele (rs2032583) and T allele (rs2235015) ↑ response
when antidepressant used a target of the P-glycoprotein

16 297

Fukui et al.71 P-glycoprotein Fluvoxamine rs1045642 T allele ↑ fluvoxamine plasma levels 13 62

Laika et al.72 P-glycoprotein Amitriptyline No association 14 50
Roberts et al.73 P-glycoprotein Nortriptyline rs1045642 C allele ↑ postural hypotension 17 160

↑ = positive association; ↓ = negative association.
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replicated by other studies.102–104 Further lack of replication can
be found regarding suicide and major depressive disorder
(MDD), even though most of the studies originate from a sin-
gle group of investigators.105,106

Other recently studied polymorphisms (rs11178997 in the
promoter region of TPH2;107 rs7305115 and rs4290270;108

rs4448731 and rs4641527;109 rs4570625110) have been associated
with different expression or function and impact on depres-
sive or suicidal history, with possible interesting advantages
in pharmacogenetic investigations. Lim and colleagues108 re-
ported that low levels of TPH2 mRNA expression are associ-
ated with the CTGTG combination of alleles and high levels
of expression with the TAAGA combination of alleles for the
SNPs rs2171363, rs4760815, rs7305115, rs6582078 and
rs9325202. Of these, rs7305115 is the only coding variation, al-
though a further analysis suggested a minor role of this mu-
tation, and the diminished concentration of TPH2 mRNA
was hypothesized to be associated with a cis-acting factor.
The most relevant mutation appears to be the rs7305115,
whose A allele increases and G allele decreases the levels of
TPH2mRNA. The G allele appears to be the ancestral one, so
that the high prevalence in the white population may be re-
lated to a bottleneck effect and may be associated with some
advantages in selection, possibly through an effect on mood or
mental activity. The rs4570625 variation is located in the pro-
moter region of the TPH2 gene and has been associated with
amygdala reaction to fearful stimuli, which was greater in pa-
tients carrying the T allele,111–113 an association that has been
thought to mask, via linkage disequilibrium, a more strong as-
sociation with rs7305115.108 Consistent with the findings from
imaging studies, rs4570625 was found to be associated with
personality traits related to emotional instability and with clus-
ter B and cluster C personality disorders.110 Interestingly, Clark
and colleagues114 suggested that a glucocorticoid- mediated 
reduction of TPH2 mRNA may be relevant to the etiology of

major depression in cases where glucocorticoids are elevated,
since TPH2 mRNA is regulated by glucocorticoids but not
estradiol. Table 3 reports the results of some investigations that
focused on the pharmaco genetics of TPH1- and TPH2-related
antidepressant response.

Catechol-O-methyl transferase
Catechol-O-methyl transferase (COMT) is involved in the
catabolic pathways of noradrenaline (NE) and DA and can
indirectly affect brain 5-HT tone because of the interactions
between DA and 5-HT. There is convincing evidence that
inter actions between the serotonergic and the dopaminergic
systems occur. An increase in DA concentration has been hy-
pothesized to be detrimental for depression and to delay final
antidepressant response.122,123 Consistently, an imaging study
involving healthy participants reported the opposite effect on
5-HTT and DAT after 5 days of venlafaxine administration:
the 5-HTT binding profile was lowered whereas the DAT
binding profile was found to be higher.124 Similar results were
reported for citalopram and paroxetine,124 but not for bupro-
pion, which consistently does not show a direct serotonergic
profile. Lachman and colleagues125 reported a functional poly-
morphism consisting of a transition of guanine to adenine at
codon 158, leading to a valine-to-methionine substitution in
MBCOMT (and in position 108 in SCOMT). The polymor-
phism (rs4680) consists of a valine to methionine amino acid
substitution at codon 158 in the membrane bound form and
in position 108 in the soluble form of COMT, which results in
a valine to methionine amino acid substitution in the cor -
responding enzyme. The valine homozygote is 4 times more
active in metabolizing DA than the methionine homo -
zygote.126 This polymorphism has been associated with
higher risk of suicidal behaviour and personality disorder
traits,127 and with a worse response to mirtazapine (but not
paroxetine)128 and citalopram.122 Nevertheless, a better

Table 3: Relevant pharmacogenetic association studies that focused on TPH1 and TPH2

Study Gene Drug Results Quality (0–31) Sample size

Tsai et al.115 TPH2 Fluoxetine, citalopram rs2171363 heterozygote ↑ response 20 508

Illi et al.116 TPH1
TPH2

Fluoxetine, paroxetine,
citalopram

No association for rs1800532 (TPH1) and rs1386494 (TPH2) 13 86

Peters et al.117 TPH1
TPH2

Fluoxetine, citalopram No association with citalopram response 17 2049

Tzvetkov et al.118 TPH2 Various antidepressants rs10897346 and rs1487278 ↑ response 13 253

Kato et al.84 TPH1 Paroxetine, fluvoxamine No association with treatment response and side effects 22 100

Hong et al.83 TPH1 Fluoxetine No association 15 224

Ham et al.78 TPH1 Citalopram rs1800532 A allele ↓ remission 18 105

Ham et al.82 TPH1 Various No association 18 93

Serretti et al.119 TPH1 Various No association 22 185

Serretti et al.120 TPH1 Fluvoxamine, paroxetine No association 22 221

Peters et al.85 TPH1
TPH2

Fluoxetine 7180T/G, -7065T/C, -5806T/G (TPH1) and rs1843809,
rs1386492, rs1487276 (TPH2) ↑ response

19 96

Takahashi et al.121 TPH1 Fluvoxamine No association with iatrogenic nausea 21 66

Yoshida et al.81 TPH1 Fluvoxamine No association 15 66

Serretti et al.77 TPH1 Fluvoxamine rs1800532 A/A genotype ↓ response 22 217

Serretti et al.76 TPH1 Paroxetine rs1800532 A/A and A/C genotypes ↓ response 23 119

↑ = positive association; ↓ = negative association.
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 response to milnacipram in the homozygous methionine
genotype carriers was found in Asian129,130 and white popula-
tions.131,132 A significant association has also been reported in
placebo response.133 Other SNPs associated with antidepres-
sant response have been recently described, but no replica-
tions have been produced.134 Increased weight gain after
smoking cessation in patients treated with bupropion has
been reported when COMT variation was considered to-
gether with variation within the DA receptor 2 (DAT2) cod-
ing gene.135 Consistently, rs737865 and rs165599 were found
to be associated with the efficacy of bupropion therapy in
smoking cessation protocols.136 Lack of association was re-
ported for patients with bipolar 1 disorder.137 Table 4 reports
the main association studies that dealt with the effect of
COMT variations on antidepressant response.

Monoamine oxidase A
Monoamine oxidase A is a major degrading enzyme in the
metabolic pathways of monoamine neurotransmitters (NE,
DA, 5-HT). Interestingly, its absence in humans has been
found to be life-compatible138 and associated with a
 psychiatric-like syndrome characterized by borderline men-
tal retardation and abnormal behaviours, such as impulsive
aggression, attempted rape and exhibitionism. This syn-
drome was found to be associated with a punctual nonsense
mutation in the MAOA gene.139 Moreover, MAOA genetic
variations may influence the mechanism of action of SSRIs
through an interaction with 5-HT transporters.140 A polymor-
phism located 1.2 kb upstream of the MAOA coding sequences
(variable number tandem repeat; VNTR) was reported to
 affect the transcription of the MAOA promoter: alleles with
3.5 or 4 copies of the repeat sequence are transcribed 210 times
more efficiently than those with 3 or 5 copies of the repeat,
suggesting an optimal length for the regulatory region.141 In
contrast, a recent study reported that the genotype is not asso-
ciated with MAOA activity, as measured by imaging tech-
niques;142 however, we suggest that this is not sufficient to rule
out a role of the MAOA variations in psychiatric disorders. It
can be hypothesized that a disrupted variation of a single en-
zyme is counteracted by the modulation of the signalling cas-
cades that are associated with its activity. Nonetheless, this

modulation may have a limited balancing ability, which can be
overwhelmed as far as adjunctive risk factors occur.
Bipolar disorder as well as suicidality, personality features,

aggressive behaviour, alcoholism and antidepressant re-
sponse in women have been associated with this and other
polymorphisms in the MAOA gene sequence.133,143–151 No asso-
ciation findings with antidepressant response can also be
found in the literature.81,152,153 Moreover, it has been reported
that the 941T>G polymorphism (rs6323) in the MAOA gene is
associated with mirtazapine response in girls and women.154

Finally, a significant association with response has also been
reported for rs1465 108G>A and rs6323A>C of MAOA.85

Table 5 reports the most relevant association findings be-
tween the MAOA gene variations and the antidepressant
 response.

Monoamine transporters

Serotonin transporter 
The 5-HTT (encoded by SLC6A4) regulates 5-HT neurotrans-
mission in the brain by removing it from the intercellular
cleft. It is a target of primary interest in the pharmacogenetics
of antidepressants because it is the principal site of action of
many antidepressant drugs (e.g., SSRIs, tricyclic antidepres-
sants). Moreover, 5-HTT is thought to mediate the behav-
ioural and toxic effects of cocaine and amphetamines. In
studies involving 5-HTT knockout mice,156,157 animals showed
increased anxiety and inhibited exploratory locomotion to-
gether with a reduction in aggressive behaviour and home
cage activity, a behavioural phenotype that is similar to some
of the symptoms associated with depressive episodes. This
behaviour was found to be further stimulated after desensiti-
zation of 5-HT1A and 5-HT1B receptors,156,157 and it was found 
to be reduced in wild-type mice receiving  serotonin–
norepinephrine reuptake inhibitors (SNRIs) and SSRIs, in as-
sociation with a decrease of 5-HT receptor density in the cortex.158

The most promising variations within the 5-HTT gene
seem to be those located in the promoter zone, especially the
5-HTTLPR polymorphism: Heils and colleagues159 described
this polymorphism as a 44bp  insertion/ deletion involving
2 units in a sequence of 16 repeated elements. The presence of
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Table 4: Relevant pharmacogenetic association studies that focused on COMT

Study Gene Drug Results Quality (0–31) Sample size

Benedetti et al.132 COMT Paroxetine Rs4680 Met/Met ↑ response, Met/Val ↑↓ response, Val/Val ↓
response

17 55

Leuchter et al.133 COMT Placebo Rs4680 Met/Met ↓ placebo response 15 132

Tsai et al.130 COMT Fluoxetine Males rs4680 Met carriers ↑ response 16 334

Perlis et al.134 COMT Duloxetine rs165599 GG, rs165774 GG, rs174696 CC ↑ response 13 102

Baune et al.131 COMT Various Rs4680 Met/Met ↑ response 18 256

Yoshida et al.129 COMT Milnacipram Rs4680 Met/Met ↑ faster therapeutic effect 18 81

Hu et al.135 COMT Bupropion rs6277 TC genotype ↑ weight gain
No association with body mass index or weight change

16 283

Arias et al.122 COMT Various Small effect on citalopram treatment result 18 346

Szegedi et al.128 COMT Mirtazapine, paroxetine Rs4680 ↑ mirtazapine response 13 102

↑ = positive association; ↓ = negative association.
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different alleles could affect 5-HTT expression: the long (l) 
5-HTTLPR allele has twice the 5-HTT expression in the basal
state than the short (s) allele. It has been consistently reported
that this functional variation influences the antidepressant ef-
fect of different classes of antidepressant drugs. Moreover, a
growing body of evidence links 5-HTTLPR genotypes to a
variety of psychiatric disorders with affective symptomatol-
ogy (e.g., depression, bipolar disorder, anxiety disorders, eat-
ing disorders, substance abuse) and to pathological behav-
iours and personality traits related to anxiety, impulsivity
and stress.160 A recent meta-analysis161 confirmed the role of 
5-HTTLPR in antidepressant response, showing that patients
homozygous for the short allele have a selective and slower
improvement of depressive “core” and somatic anxiety
symptoms.162 The short/long genotype was recently found to
be associated with an odds ratio (OR) of 2.37 concerning ad-
verse effects during treatment with SSRIs (dermatologic reac-
tions, weight change and fatigue above all), and the homozy-
gous short genotype showed an OR of 1.77.163 These findings
are generally well replicated in studies involving white
popu lations,120,164–175 although opposite or inconsistent findings
have also been reported.176–180 On the other hand, studies in-
volving Asian populations usually report conflicting results:
some studies reported that the short 5-HTTLPR allele was as-
sociated with better outcomes,181–184 some found no effect of 
5-HTTLPR genotype on treatment efficacy121,185,186 and some re-
ported that the long 5-HTTLPR allele was associated with
better outcomes.83,187–191 Interestingly, Lotrich and colleagues192

recently reported that paroxetine blood concentration was
positively associated with HAM-D response in a sample of
elderly patients, but this association was found to be signifi-
cant only in carriers of the short allele. In contrast, when aug-
mentation strategies have been investigated, the short allele
has been associated with a better response in patients pre-
scribed pindolol or lithium.193,194 This finding may be difficult
to explain, and to make this challenge even more complex it
has been reported that women are more sensitive to mood
imbalances after tryptophan depletion if they are homo -
zygous for the short or long allele, with heterozygotes having
the most protective genotype.195 Finally, the adverse events
occurring in newborns of mothers treated with SSRIs had a

mixed association with genotype, with those with the het-
erozygous long genotype being at higher risk of respiratory
distress and those with the homozygous short genotype
 being at higher risk for neuromotor symptoms.196 Regarding
the inconsistent findings between white and nonwhite popu-
lations, it must be remembered that, compared with Western
populations, carrying the long allele is much less frequent in
Asian populations: inconsistent results found in Asian popu-
lations could be influenced by this event, and further studies
with larger samples are needed. Moreover, relevant stratifica-
tion factors may be strictly genetic: in 2005 Hu and col-
leagues197 reported that only carriers of the A allele at the
A>G SNP within the long allele of the 5-HTTLPR insertion
polymorphism yielded high mRNA levels, whereas carriers
of the G allele were similar to carriers of the low-expressing
short allele. This finding could partially explain the inconsist -
ent evidence throughout the studies, and it mandates a
 reconsideration of all the investigations published before 
the identification of this mutation. A study by Hu and col-
leagues177 reported that the low-expression alleles (short allele
and G variant within the long allele) were one of the
strongest risk factors associated with adverse effects from
anti depressants. Another polymorphism influencing 5-HTT
expression was identified by Ogilvie and colleagues198 within
intron 2 (STin2) and described as a 17bp VNTR polymor-
phism. It was reported that the STin2 polymorphism can play
a role as a risk factor in MDD198–200 and suicidal behaviour,201,202

creating a synergistic effect with 5-HTTLPR.203 The STin2
polymorphism seems to also affect antidepressant response,
as reported by different authors,85,175,182,191 and it was proposed
that a STin2 10/12  genotype (where 10/12 indicates the
number of repeats in the 2 alleles) may be associated with a
poorer antidepressant effect, especially in Asian popula-
tions.204 Some studies were not able to replicate these find-
ings.83,205 The Stin2 10/12 allele has also been found to be asso-
ciated with greater side effects,206 but lack of association with
side effects has also been reported.163 More recently, an SNP
(rs25531) located just upstream of 5- HTTLPR was reported to
affect antidepressant response, and it was shown to modulate
the effect of other 5-HTTLPR alleles.207,208 It has been recently
reported that rs25531 is the same SNP described by Hu and

Table 5: Relevant pharmacogenetic association studies that focused on MAOA

Study Gene Drug Results Quality (0–31) Sample size

Tzeng et al.150 MAOA Mirtazapine Long-form polymorphism ↓ response 15 58

Leuchter et al.133 MAOA Placebo, various antidepressants rs6323 G allele ↓ placebo response 15 132

Domschke et al.151 MAOA Various antidepressants In female alleles 3a, 4, 5 ↓ response 18 340

Tadic et al.154 MAOA Mirtazapine, paroxetine In female rs6323 T/T ↑ response to mirtazapine 15 102

Yu et al.148 MAOA Fluoxetine In female allele 3a ↑ response 14 230

Serretti et al.119 MAOA Various No association 22 185

Peters et al.85 MAOA Fluoxetine rs1465108G/A and rs6323A/C ↑ response 19 96

Yoshida et al.155 MAOA Fluvoxamine MAOA VNTR ↑ iatrogenic nausea 16 54

Cusin et al.153 MAOA Fluvoxamine, paroxetine No association 22 217

Yoshida et al.81 MAOA Fluvoxamine No association 15 66
Müller et al.152 MAOA Moclobemide No association 12 62

↑ = positive association; ↓ = negative association; VNTR = variable number tandem repeat.
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colleagues in 2005197 (the  insertion/ deletion variation in 
5-HTTLPR), and that it might play a role in anxiety clusters
of symptoms in patients with obsessive–compulsive dis -
order.209,210 It is still possible that a number of other unknown
alleles within this genetic region may affect the expression of 
5-HTT: if this influence is found to be as great as for the
rs25531, previous findings will become much less relevant,
having being blind to important genetic stratification factors.211

Nevertheless, this should not be discouraging, and a genetic
oriented pretreatment test based on 5-HTTLPR has been found
to be associated with a better clinical outcome.212 Table 6 lists
association studies that dealt with the relation between the 
5-HTTLPR variations and the antidepressant response.

Norepinephrine transporter
The NET gene (SLC6A2) encodes a NET that is responsible
for reuptake of NE into presynaptic nerve terminals and is a
regulator of NE homeostasis.228 The reuptake of NE occurs via

a specific Na+- and Cl–-dependent transport system, which is
the target for tricyclic antidepressants such as desipramine
and imipramine. Genetic variations have been proven to in-
fluence function: the alanine-to-proline substitution at posi-
tion 369 (rs5566) has been associated with lack of transport
activity, whereas the asparagine-to-threonine substitution at
position 292 (rs5563) has been found to impede surface ex-
pression of NET.229 Moreover, the phenylalanine to cysteine
(rs5558) variation at position 528 was reported to be associ-
ated with increased functionality of NET.229 It has recently
been found that the norepinephrine reuptake inhibitors
(NRIs) response is associated with the G1287A polymor-
phism (rs5569): GG genotype was associated with better re-
sponse.184 Consistently, one study investigated whether NET
gene variants could affect response to milnacipram,185 and
significant associations were reported with the T-182C (with
the T allele predicting a better response).
Nevertheless, associations between NET polymorphisms
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Table 6: Relevant pharmacogenetic association studies that focused on 5-HTTLPR (part 1 of 2)

Study Gene Drug Results Quality (0–31) Sample size

Mrazek et al.175 5-HTTLPR Citalopram White non-Hispanic: Int2 VNTRs 12/12 and LL
genotype ↑ remission

25 1914

Yoshimura et al.186 5-HTTLPR Paroxetine No association 21 60

Gressier et al.213 5-HTTLPR Various antidepressants In females L allele ↑ response 19 103

Min et al.191 5-HTTLPR SSRI, SNRI 5-HTTLPR L/L or STin2 12/12 genotype ↑ response
to SSRI

25 657

Huezo-Diaz et al.174 5-HTTLPR Escitalopram, nortriptyline L allele ↑ response to escitalopram, > effect in males 20 795

Capozzo et al.214 5-HTTLPR Citalopram l/l carriers ↑ response 8 21

Maron et al.180 5-HTTLPR Escitalopram No associations in response
S allele ↑ severe headache

20 135

Wilkie et al.179 5-HTTLPR Paroxetine SLC6A4 intron 2 repeat homozygosis ↓ remission
and response

11 163

Benedetti et al.194 5-HTTLPR Lithium augmentation s/s genotype ↑ response 21 161

Bozina et al.173 5-HTTLPR Paroxetine L allele and STin2 10/10 ↑ response 21 130

Dogan et al.178 5-HTTLPR Sertraline No association NA 64

Ferreira et al.215 5-HTTLPR Various L allele ↓ switch into a manic episode 9 112

Oberlander et al.196 5-HTTLPR SSRIs exposed neonates l/l genotype ↑ respiratory symptoms (respiratory
distress and rapid breathing)
s/s genotype ↑ neuromotor symptoms

13 37

Lotrich et al.192 5-HTTLPR Paroxetine In s carriers paroxetine concentrations ↑ response
(elderly population)

16 110

Schillani et al.216 5-HTTLPR Sertraline L carriers ↑ response 10 11

Smits et al.163 5-HTTLPR Various SSRIs In female s-allele ↓ response 13 214

Stamm et al.193 5-HTTLPR Lithium augmentation s/s genotype ↑ response 14 55

Tanaka et al.217 5-HTTLPR Paroxetine No association with iatrogenic nausea 15 72

Kang et al.181 5-HTTLPR Mirtazapine s/s genotype ↑ response 18 101

Kirchheiner et al.218 5-HTTLPR Various No association 19 77

Kronenberg et al.219 5-HTTLPR Citalopram In children l /l genotype ↑ response 24 312

Hu et al.177 5-HTTLPR Citalopram L(A) allele ↑ side effects 19 1655

Kim et al.184 5-HTTLPR Fluoxetine sertraline notriptyline STin2 12/12 ↑ response to SSRIs
S allele ↑ response to SSRIs and to nortriptyline

19 208

Masoliver et al.220 5-HTTLPR Various antidepressants s alleles ↑ manic switch 8 188

Ng et al.221 5-HTTLPR Sertraline No association with response and side effects 16 35

Smeraldi et al.208 5-HTTLPR Fluvoxamine l allele ↑ response
16F *l ↑ partial response
16D *l ↑ response

21 228

Popp et al.206 5-HTTLPR Various STin2 10/10 ↑ side effects
s/s genotype ↑ side effects

9 109
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and antidepressant response have not been recently repli-
cated.191 In a genome-wide association study, rs36029 and
rs1532701 showed nominally significant associations with re-
sponse to nortriptyline, but neither of them survived after
gene-wide or hypothesis-wide correction.230

Dopamine transporter
The gene for DAT (DAT1) is located at position 5p15,3,231 and
it spans 52 635bp. There are at least 502 known variants of
this gene. A 40bp VNTR polymorphism in exon 15 has been
reported to affect DAT expression,232 and it was associated
with a faster onset of antidepressant response when the al-
lelic variant associated with enhanced expression (10 repeat
variant) was present.218 This association was proven to be pre-
sent in a diverse class of antidepressants.218 Mutations in this
gene have been associated with anxiety traits related to
BDNF variations233 and with the relapse rate after smoking
cessation.234

Monoamine receptors

Serotonin 1A
The 5-HT1A receptors are present pre- and postsynaptically in
different brain regions. At the level of 5-HT cell bodies in the
midbrain dorsal raphe nucleus, the 5-HT1A receptor acts as an
autoreceptor in a short negative feedback loop, and its activa-
tion inhibits the firing of 5-HT neurons and diminishes the
release of this neurotransmitter in the prefrontal cortex. Sev-
eral antidepressant compounds desensitize raphe 5-HT1A
auto receptors, an event that results in an enhanced 5-HT
neuro transmission, and this is thought to be associated with
the antidepressant effect of those drugs. Agents that block  
5-HT1A autoreceptors (e.g., pindolol) may accelerate the onset
of antidepressant action.235 Postsynaptic 5-HT1A receptors
probably mediate different actions: postmortem brains from
depressed suicide completers versus nondepressed individu-
als displayed elevated 5-HT1A density in the raphe nuclei

Table 6: Relevant pharmacogenetic association studies that focused on 5-HTTLPR (part 2 of 2)

Study Gene Drug Results Quality (0–31) Sample size

Hong et al.83 5-HTTLPR Fluoxetine l/l genotype ↑ response 15 224

Kato et al.190 5-HTTLPR Fluoxetine paroxetine l/l genotype ↑ response 17 100

Kraft et al.207 5-HTTLPR Fluoxetine rs25531 ↑ response 16 96

Kato et al.189 5-HTTLPR Fluvoxamine paroxetine l allele ↑ response to fluvoxamine 18 81

Arias et al.222 5-HTTLPR Citalopram S/S-G/G haplotype ↓ remission 18 130

Serretti et al.119 5-HTTLPR Various No association 22 185

Yoshida et al.185 5-HTTLPR Milnacipram No association 17 96

Serretti et al.120 5-HTTLPR Fluvoxamine, paroxetine s/s genotype ↓ response 22 221

Serretti et al.223 5-HTTLPR Various antidepressants No association with manic switch 17 416

Lee et al.188 5-HTTLPR Long-term antidepressants s/s genotype ↓ response 12 128

Peters et al.85 5-HTTLPR Fluoxetine rs25533 in STin2 ↑ response 19 96

Murphy et al.171 5-HTTLPR Paroxetine, mirtazapine l allele ↑ response and ↓ side effects to paroxetine
but ↑ side effects to mirtazapine

18 246

Durham et al.172 5-HTTLPR Sertraline S allele ↓ response 18 206

Arias et al.169 5-HTTLPR Citalopram s/s genotype ↓ remission 18 131

Joyce et al.170 5-HTTLPR Fluoxetine, nortriptyline < 25 yr: no association
> 25 yr: s/s genotype ↓ response

15 139

Perlis et al.224 5-HTTLPR Fluoxetine s/s genotype ↑ response
s allele ↑ insomnia or agitation

19 36

Rousseva et al.225 5-HTTLPR Antidepressants No association with manic switch 12 305

Takahashi et al.121 5-HTTLPR Fluvoxamine No association with fluvoxamine induced nausea 21 54

Yu et al.187 5-HTTLPR Fluoxetine l/l genotype ↑ response 15 121

Rausch et al.168 5-HTTLPR Fluoxetine l/l subjects ↑ rapid response 19 51

Ito et al.205 5-HTTLPR Fluvoxamine No association (STin2) 15 54

Yoshida et al.183 5-HTTLPR Fluvoxamine s allele ↑ response 14 54

Zanardi et al.166 5-HTTLPR Fluvoxamine l allele ↑ response 21 64

Arias et al.226 5-HTTLPR Citalopram s/s genotype ↓ response 18 269

Mundo et al.227 5-HTTLPR SSRI, TCA s allele ↑ manic or hypomanic switch 15 27

Minov et al.176 5-HTTLPR Various antidepressants No association 9 104

Serretti et al.77 5-HTTLPR Fluvoxamine l allele ↑ response 22 217

Zanardi et al.165 5-HTTLPR Paroxetine s allele ↓ response 18 58

Pollock et al.167 5-HTTLPR Paroxetine s allele ↑ slower response 16 57

Kim et al.182 5-HTTLPR Fluoxetine, paroxetine s/s genotype and L/L in intron ↑ response 14 120

Smeraldi et al.164 5-HTTLPR Fluvoxamine l allele ↑ response 16 53

↑ = positive association; ↓ = negative association; SNRI = serotonin–norepinephrine reuptake inhibitor; SSRI = selective serotonin reuptake inhibitor; TCA = tricyclic antidepressant;
VNTR = variable number tandem repeat.
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(auto receptors) but not at postsynaptic sites, which may lead
to decreased serotonergic activity.236 Transcription of 5-HT1A is
modulated by a common 1019C>G (rs6295) SNP in its up-
stream regulatory region. The 1019G allele in the 5-HT1A

 upstream regulatory region fails to bind the repressors Deaf1
and Hes5, thus abolishing Deaf1 action and impairing Hes5
action. This leads to the upregulation of the receptor’s expres-
sion.237,238 This mechanism may mediate the association of the
1019G allele with depression and suicide.237 This allele may
also counteract the therapeutic effects of antidepressant
drugs by increasing the number of inhibitory 5-HT1A auto -
receptors on the cell surfaces. This hypothesis has been par-
tially confirmed by a series of studies that reported either a
better response to SSRIs in patients homozygous for the C al-
lele of 5-HT1A83,222,239–242 despite evidence that this variant is not
associated with antidepressant response85,116,243 or restricted
solely to the female sex.244 Baune and colleagues245 found a
better outcome in carriers of the G allele with melancholic de-
pression. A glycine-to-asparatate substitution at amino acid
272 (rs1800042) and its association with antidepressant re-
sponse has also been explored. Carriers of the asparatate al-
lele seemed to have a greater reduction in depressive symp-
tomatology compared with glycine homozygotes,246 although
this finding was not confirmed in subsequent studies.243,244 Re-
cently, Kato and colleagues239 reported several other poly -
morphisms within this gene associated with better response
(e.g., rs10042486 C/C and rs1364043 T/T). Table 7 lists rele-
vant studies on this topic.

Serotonin 2A
A considerable amount of data support a role of 5-HTR2A in
MDD.247–250 It has consistently been reported that drugs with
5-HTR2A agonist properties may have acute euphoriant ef-
fects.251 Moreover, paroxetine and nefazodone may exert their
antidepressant effects through regulation of 5-HT2A recep-
tors,249,252–254 although controversial findings can also be

found.255 Finally, 5-HT2A receptors have been reported to me-
diate some of the antidepressant effects seen in experimental
animal models of depression.256 Three variations within the
coding region of 5-HT2A have been implicated in antidepres-
sant response: 102T>C (rs 6313)176 and 1438G>A (rs6311)190,257

and 1420C>T,153 although results were not unequivocal and
some findings not replicated.52,83,85,116,153,185,258 The variants
102T>C and 1438G>A are 2 of the most investigated poly-
morphisms of this gene: they are in linkage disequilibrium,
and they can be considered together.259 Several other variants
have been reported to predict antidepressant re-
sponse.85,117,134,179,229,260,261 Table 8 lists relevant genetic association
studies that investigated the impact of these variations on the
antidepressant response.

Serotonin 3A and 3B
To date, 5 different genes coding for 5-HT3 receptor subunits
have been cloned, and among these, the most studied are
HTR3A, HTR3B and HTR3C. Intriguingly, a transcriptional
control that gives rise to different isoforms of the HTR3B has
been reported, characterizing the 5′ coding ending in a spe-
cific way for the CNS.264 An association with vomiting and
nausea, both caused by chemotherapy and paroxetine, was
reported with the –100 –102 AAG deletion variant of
HTR3B.265 Conflicting findings were reported for the HTR3A
195C>T (rs62625041) and 178C>T SNPs with respect to the
gastrointestinal side effects induced by SSRIs,52,190,266 whereas
the HTR3B polymorphism at position 129 leading to a
 tyrosine-to-serine substitution (rs1176744) was found to be
associated with nausea induced by paroxetine,266 but conflict-
ing findings have been reported.52,217

Serotonin 6
This 5-HTT subtype is coded by a gene located on chromo-
some 1p36.13.267 It is a G  protein– coupled receptor that stimu-
lates adenylyl cyclase via G coupling, together with receptors
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Table 7: Relevant pharmacogenetic association studies that focused on 5-HT
1A

Study Gene Drug Results Quality (0–31) Sample size

Illi et al.116 5-HT1A Fluoxetine, paroxetine, citalopram No association 13 86

Kato et al.239 5-HT
1A

SSRIs/SNRIs rs10042486 C/C, rs6295 G/G, rs1364043 T/T
genotypes ↑ response

20 137

Baune et al.245 5-HT
1A

Various In melancholic subtype rs6295 CC genotype ↓
response

20 340

Levin et al.243 5-HT1A SSRIs No association 6 130

Yu et al.244 5-HT1A Fluoxetine In female rs6295 C/C genotype ↑ response 13 222

Hong et al.83 5-HT1A Fluoxetine rs6295 C/C genotype ↑ response 15 224

Suzuki et al.52 5-HT
1A

Fluvoxamine No association 18 96

Parsey et al.242 5-HT
1A

Various antidepressants, ECT rs6295 C/G and GG genotype ↓ response 12 22

Arias et al.222 5-HT1A Citalopram rs6295 GG genotype + HTTLPR ss ↓ response 18 130

Serretti et al.240 5-HT1A Fluvoxamine rs6295 C/C genotype ↑ response 24 262

Suzuki et al.246 5-HT
1A

Fluvoxamine rs1800042 Gly/Gly genotype ↓ response 17 52

Peters et al.85 5-HT1A Fluoxetine No association 19 96
Lemonde et al.241 5-HT

1A
Fluoxetine + pindolol
Nefazodone+pindolol
Flibanserin

rs6295 G allele ↓ response to flibanserin 14 107

↑ = positive association; ↓ = negative association; ECT = electroconvulsive therapy; SNRI = serotonin–norepinephrine reuptake inhibitor; SSRI = selective serotonin reuptake inhibitor.
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5-HT4 and 5-HT7. Animal studies reported a role of this recep-
tor in some behavioural variables, such as novelty-seeking and
instrumental learning.268,269 Recently, a discrete involvement of
this receptor in the antidepressant mechanism has been re-
ported.270,271 The 5-HT6 genetic sequence is 14276bp long, with
3 exons and 2 introns; 120 genetic variations are known so far.
A serine-to-lysine substitution at position 267 resulted in a 
10-fold higher affinity for 5-HT than the native receptor, and it
demonstrated an agonist-independent activity.272

Kohen and colleagues267 reported a silent polymorphism at
position 267 within the first exon of the 5-HT6 receptor gene,
leading to a thymidine-to-cytosine substitution (267T>C,
rs1805054); this SNP was investigated for association with
anti depressant response in several studies. Although the first
study yielded negative results,273 in a subsequent study, par-
ticipants homozygous for the CT genotype experienced
greater efficacy of the antidepressant treatment.274 One recent
study was not able to replicate this finding,179 whereas another
did not find association between other SNPs (rs1805054) and
antidepressant response.116 The 267C>T polymorphism in
exon 1 and a trinucleotide repeat polymorphism (2 or 3 GCC-
repeats) in the 5′ upstream region of the gene were found not
to be associated with suicidal behaviour.275

β1 adrenoceptor
A number of pharmacologically well characterized subtypes
of adrenergic receptors are known, including α1, α2, β1 and

β2. Of these, both the β1 adrenoceptor (β1AR) and the β2
adrenoceptor (β2AR) stimulate adenylate cyclase, although
they are implicated in different physiologic functions. The
β1AR adrenoceptor serves as an important regulator of the
CNS–mediated behaviour and of several neural functions, in-
cluding mood, memory, neuroendocrine control and stimula-
tion of autonomic function, and it is involved in the media-
tion of antidepressant effects.276 An influence of genetic
variations in the β1AR coding sequence is suggested by a re-
cent animal study,277 although evidence is lacking in this field.
The role of the β1 adrenergic receptor in antidepressant treat-
ment efficacy is consistent with the clinical findings that
drugs that antagonize the β adrenoreceptors can be associ-
ated with side effects, such as depression and lethargy.278 In-
deed, its molecular action is quite complex. Xu and col-
leagues279 in 2003 presented evidence that β2AR and β1AR
form heterodymers when coexpressed in cultured cells;
moreover, β2AR expression affects the internalization and
ligand-binding characteristics of β1AR. The β1 adrenergic re-
ceptor gene (ADRβ1) is located at 10q24–26,280 spans 1714bp
and is composed of a single exon. Eighty polymorphisms
have been identified, and a recently identified functional
polymorphism in the β1 adrenergic receptor 1165G>C
(rs1801253), leading to glycine-to-arginine substitution at
amino acid position 389, has been associated with an
 enhanced coupling to the stimulatory G(s) protein and
 increased adenylyl cyclase activation. Those molecular events

Table 8: Relevant pharmacogenetic association studies that focused on 5-HT
2A

Study Gene Drug Results Quality (0–31) Sample size

Uher et al.229 5-HT2A Escitalopram, nortriptyline G allele rs9316233 and A allele rs2224721
↑ response to escitalopram

19 760

Illi et al.116 5-HT
2A

Fluoxetine, paroxetine, citalopram No association 13 86

Perlis et al.134 5-HT
2A

Duloxetine rs9534505, rs1923884, rs2760351 ↑ association 13 102

Peters et al.117 5-HT2A Fluoxetine, citalopram rs1923884 ↑ remission
rs7997012 ↑ remission and response

17 2049

Wilkie et al.179 5-HT
2A

Paroxetine rs6314 ↑ remission and response 11 166

Horstmann et al.261 5-HT
2A

Various rs7997012 G allele ↑ response 3 300

Tanaka et al.217 5-HT2A Paroxetine No association 15 72

Kang et al.262 5-HT2A Mirtazapine No association 17 101

Bishop et al.263 5-HT2A Various SSRIs rs6311 G/G genotype ↑ iatrogenic sexual dysfunction 14 81

McMahon et al.260 5-HT
2A

Citalopram rs799701 ↑ response 19 1297

Hong et al.83 5-HT2A Fluoxetine No association 15 224

Suzuki et al.52 5-HT2A Fluvoxamine In CYP2D6 PM, rs6311 A/G and G/G genotypes ↑
gastrointestinal side effects

18 96

Kato et al.190 5-HT2A Fluoxetine, paroxetine rs6311 G/G genotype ↑ response and nausea in
paroxetine treatment

17 100

Choi et al.257 5-HT2A Citalopram rs6311 A/G and GG genotypes ↑ response 17 71

Yoshida et al.185 5-HT
2A

Milnacipran No association 17 80

Peters et al.85 5-HT
2A

Fluoxetine rs1923882, rs6314, rs3125 ↑ response 19 96

Murphy et al.57 5-HT
2A

Paroxetine, mirtazapine rs6313 C/C genotype ↑ paroxetine-induced side
effects

18 122

Yoshida et al.155 5-HT2A Fluvoxamine No association with iatrogenic nausea 16 54

Cusin et al.153 5-HT2A Fluvoxamine, paroxetine rs6313 C allele ↑ response 22 217

Sato et al.258 5-HT2A Fluvoxamine No association 15 54
Minov et al.176 5-HT

2A
Various antidepressants rs6313 C allele ↑ response 9 104

↑ = positive association; ↓ = negative association; PM = poor metabolizer; SSRI = selective serotonin reuptake inhibitor.
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have been observed in patients with affective disorders,281,282

and this has been partially confirmed in a large study report-
ing that, although the 1165G>C variant did not influence the
depressive phenotype, a tendency for a relation between CC
homozygosity and a better and even faster response to anti-
depressant treatment was detected in those patients.282

Dopamine receptors
The DA system is highly involved in depressive spectrum
symptomatology:283 it has been suggested that the pathophys-
iologic process in patients with melancholic depression in-
volves decreased dopaminergic neurotransmission due to
hypersensitive inhibitory 5-HT2 heteroreceptors located on
dopaminergic neurons. Treatment with most antidepressants
downregulates these receptors, an action that is thought to be
associated with increased dopaminergic firing and an anti -
depressant effect. Moreover, because the downregulation of
5-HT2 receptors coincides with the emergence of an anti -
depressant effect, this would consistently explain the thera-
peutic time lag.284 Many DA receptors are known so far, and
D2 receptors have been widely investigated. The D2 recep-
tors are a G protein–coupled receptor that inhibits adenylyl
cyclase activity. A missense mutation in this gene causes my-
oclonus dystonia, whereas other mutations have been associ-
ated with schizophrenia. Alternative splicing of this gene re-
sults in 2 transcript variants encoding different isoforms
(mainly the long and short forms). A third variant has been
described, but it has not been determined whether this form
is normal or caused by aberrant splicing. The D2 receptors
are important in terms of pharmacodynamic actions because
they (the long isoform primarily) are the first target of anti -
psychotic treatment,285 especially for the positive cluster of
symptoms; however, there is also some evidence addressing
an important role in antidepressant treatment as a result of
animal, pharmacological and genetic investigations.286,287 Some
evidence addresses a role of D2 receptors in the pharmaco -
dynamics of smoking cessation.42,288 A functional polymor-
phism in the DRD2 gene, which causes a structural change
from serine to cysteine at codon 311 (Ser311Cys; rs1801028),289

showed no significant influence on antidepressant response
in some studies.223,290,291

The DRD4 gene has also been investigated as a possible
candidate gene in the pharmacogenetics of the antidepres-
sant response. The D4 subtype is a G protein–coupled recep-
tor that inhibits adenylyl cyclase. It is a target for drugs used
to treat schizophrenia and Parkinson disease. The gene cod-
ing for this receptor has considerable homology to DRD2 and
DRD3. Mutations in DRD4 have been associated with vari-
ous behavioural phenotypes, including autonomic nervous
system dysfunction,  attention-deficit/hyperactivity disorder
and the personality trait of novelty-seeking. The DRD4 gene
contains a polymorphic number (210 copies) of tandem
48 nucleotide repeats in exon 3 (DRD4 exon3 VNTR), which
makes it one of the most variable genes.292 Moreover, DRD4 is
expressed in limbic areas involved in cognition and emotion,
and high novelty-seeking was found to be associated with
the 7 repeat allele independent of race, sex or age,293,294 al-
though contradicting results have been reported.295,296 Regard-

ing antidepressant responses, some studies reported no asso-
ciation with this polymorphism;290,297 however, in a recent
study,298 DRD4 exon 3 variants revealed a significant modula-
tion effect on various antidepressant drugs.

Intracellular signal transduction pathways

G protein β3 subunit
The G proteins are heterotrimers consisting of α, β and γ sub-
units, which dissociate after receptor activation. These pro-
teins convey signals in cells initiated by the activation of
many receptors, which are then translated into various intra-
cellular systems through interaction with the diverse effector
systems.299 It has been estimated that about 80% of all known
hormones, neurotransmitters and neuromodulators elicit cel-
lular responses through G proteins coupled to a variety of
intra cellular effectors.300 The high degree of complexity gener-
ated by the interactions of G protein–coupled receptors may
be one mechanism by which neurons acquire the flexibility
for generating the wide range of responses observed in the
CNS,300 suggesting a possible involvement in the pharmaco-
genetics of antidepressant response.
A polymorphism (825C>T, rs5443) was identified in exon

10 of the gene encoding the β3 subunit (GNβ3) of the pertus-
sis toxin–sensitive Gi-type proteins.301 The T allele of this mu-
tation is associated with the occurrence of a splice variant,
called Gβ3s, resulting from the deletion of nucleotides
498–620 of exon 9. The splice variant that is associated with
the T allele remains biologically active,301 although it appears
to be less active than the wild-type form in terms of modula-
tion of ion channels and in forming heterodymers with other
proteins. It has been suggested that pathological conditions
in patients carrying the homozygous 825C>T allele may re-
sult from a functional knockout of GNβ3.302 The GNB3 (825)T
variant was found to predict a better antidepressant response
in 5 independent studies.170,303–306 Lack of association has also
been found.83,307,308

Hypothalamic–pituitary–adrenal axis 
and stress hormone system

Dysfunction of the hypothalamic–pituitary–adrenal (HPA)
axis is one of the most robust findings in many patients with
MDD (up to 70%).309 It has been reported that the alterations
of CRH function contribute to the pathogenesis of depres-
sion: concentrations of CRH in the cerebrospinal fluid (CSF)
are elevated.310,311 Imaging studies on patients with MDD and
suicidal behaviour, together with animal studies on models
of depression and human studies, confirmed the primary role
of CRH in the psychiatric field.312–316 There are 2 primary re-
ceptor subtypes for the CRH in the CNS: corticotropin-
 releasing hormone receptors CRHR1 and CRHR2. The
CRHR1 subtype is considered to play a key role in mediating
the CRH–elicited effects in depression and anxiety.317

Corticotropin-releasing hormone receptor 1
The CRHR binds to CRH, a potent mediator of endocrine,
auto nomic, behavioural and immune responses to stress.

Porcelli et al.
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Corticotropin-releasing hormone, also called corticotropin-
 releasing factor (CRF), is a 41 amino acid peptide synthesized
in the hypothalamus, and it is capable of stimulating the pro-
duction of adrenocorticotropic hormone (ACTH) and other
proopiomelanocortin products of the anterior pituitary. It is
the principal neuroregulator of the hypothalamic– pituitary–
adreno– cortical axis and plays an important role in co ordin -
ating the endocrine, autonomic and behavioural responses to
stress and immune challenge. Sakai and colleagues318 deter-
mined that the CRHR1 gene contains at least 14 exons span-
ning 20 kb of genomic DNA. The CRHR1 isoforms appear to
originate from the same gene by alternative splicing. The iso-
form with the highest affinity for CRH and the ability to
transduce the most cyclic adenosine monophosphate (cAMP)
accumulation in response to CRH binding is encoded by
13 exons and excludes exon 6.
Antagonists of CRHR1 have consistently demonstrated

anti depressant properties in experimental animals and hu-
mans.319–321 Some evidence stands for a relevance of CRHR1
variants and antidepressant response, in particular an asso-
ciation within the rs242941 GG genotype and homozygous
GAG haplotype of the 3 SNPs (rs1876828, rs242939 and
rs242941) and therapeutic response to fluoxetine.322,323 More-
over, rs110402 has been found to be associated with in-
creased risk to present a seasonal pattern and early onset of
the first depressive episode.324 Interestingly, in the same
study, the  authors found an association between CRHR2
gene variants and response to citalopram; in particular, 
G carriers of rs2270007 showed a worse overall response to
citalopram, suggesting a role of both CRHRs in antidepres-
sant response.

Glucocorticoid receptor
Glucocorticoid hormones, like other classes of steroid hor-
mones, exert their cellular action by complexing with a spe-
cific cytoplasmic receptor that, in turn, translocates to the nu-
cleus and binds to specific sites on DNA. The glucocorticoid
receptor (GCCR) was the first transcription factor to be iso-
lated and studied in detail.325 The GCCR is crucial to gene ex-
pression. It is a 94 kD polypeptide, and it is thought to have
distinct steroid-binding and DNA–binding domains. A re-
search group in Munich collected preliminary evidence that a
functional polymorphism of the GCCR gene (ER22/23EK)
and a series of SNPs within the gene encoding the hsp90 co-
chaperone FKBP5 (a part of the mature GCCR heterocomplex
that regulates GCCR sensitivity) could modulate the onset of
response to various classes of antidepressants.326 Subsequent
studies,324,327 however, did not replicate this finding. Another
study reported that homozygous carriers of the BclI polymor-
phism and ER22/23EK carriers were at increased risk for a
major depressive episode, and although no genetic associa-
tions with functional HPA axis measures in depressed pa-
tients were found, the ER22/23EK carriers showed a signifi-
cantly faster clinical response to antidepressant therapy and a
trend toward better cognitive function during depression.328

Finally, other SNPs within this gene associated with treat-
ment outcome (rs4713916A, rs3800373C and rs1360780T)
were recently reported.329,330

Angiotensin-converting enzyme substance P system

Angiotensin-converting enzyme
Angiotensin-converting enzyme (ACE) is associated with a
series of actions that influence blood pressure through the
rennin-angiotensin cascade, interfering with the secretion of
hormones (adrenocorticotropic hormone; CRH),331 and it is
also expressed in the CNS, where its primary function com-
prises degradation of neuropeptides including substance P.
Substance P antagonists have been proven to have possible
antidepressant effects, and the level of substance P is dimin-
ished after administration of monoamine uptake inhibitors,
so the influence of substance P on depressive biological
mechanisms and treatment has been hypothesized.332–334

The presence of a deletion variant (D/) in the ACE gene
was found to be associated with higher ACE plasma levels,335

and it was also found to be associated with higher substance
P levels336 and a faster response to antidepressant treat-
ments,337 including total sleep deprivation,338 particularly
among women.339 This finding was replicated in another
study,340 but a further study341 was not able to replicate those
findings. Further, DD genotype carriers displayed the highest
cortisol response in the dexamethasone/CRH test adminis-
tered at the time of admission to hospital.342 It has been re-
cently reported that rs8066276 and rs4305 were associated
with coping stile profile in a sample of 540 healthy controls
and 194 patients with depression.343 Another component of
the ACE–substance P system, the angiotensin II receptor gene
(ATI), was included among outcome predictors in MDD.340

Endogenous circadian locomotor output cycles kaput  system

Circadian locomotor output cycles kaput
A small region of the hypothalamic suprachiasmatic nucleus
(SCN) is able to rule circadian rhythms, from the simplest bio-
logical systems to the most complex ones, through the rhyth-
mic expression of several CLOCK genes. These rhythms are
regulated by positive and negative gene expression feedback
loops that consist of transcriptional and posttranslational
mechanisms.344 At least 2 CLOCK gene products, CLOCK and
aryl hydrocarbon receptor nuclear translocatorlike (ARNTL),
function as transcription factors by binding to E-box enhancers
in the promoter regions of other CLOCK genes, including per -
iod (PER) genes. In turn, products of the PER genes can regu-
late the expression of other CLOCK gene transcription factors.
In addition, CLOCK genes can influence other noncircadian
genes, so-called CLOCK-controlled genes (CCGs), acting as
transcription factors, and this could be related to pharmaco-
logic actions. In fact, within the candidate CCGs there are the
DA and norepinephrine transporters (DAT and NET), some
DA receptors and tyrosine hydroxylase genes.345 This model is
thought to be more complex, since psychoactive drugs can in-
fluence other promoter zones in the genetic sequence such as
cAMP response element (CREB) and activating protein 1 (AP1)
near the E-box in the promoter sequence.
Animal experiments reported that the mutant CLOCK mice

with evening-type behaviour had worse performances at spatial
learning tests, together with altered cholinergic tone. Normal
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serotonergic and dopaminergic tone were also reported.346

Moreover, repeated administration of fluoxetine or cocaine in-
creased CLOCK gene expression in the hippocampus and in the
striatum (caudate–putamen) of mice, together with enhanced 
5-HT N-acetyltransferase in the hipppocampus, striatum and
frontal cortex.347 The CLOCK gene is located in position 4q12 and
it contains 20 exons.348 One polymorphism in the 3′ flanking re-
gion of the CLOCK gene, a T-to-C substitution at position 3111,
is known to affect mRNA stability and half-life.349 In healthy par -
ticipants, the C allele was associated with a significantly greater
delay in preferred timing for activity or sleep.350 In mood dis -
orders, the same C variant was coupled with higher recurrence
rates in patients with bipolar disorders,351 increased lifetime
sleep disturbances352 and persistence of insomnia during anti -
depressant therapy.353 Recently, a significant association between
rs3736544 (T allele) and response and between rs3749474 (C al-
lele) and remission has been found.354

Other relevant genes

Nitric oxide synthase
Nitric oxide is produced from its precursor larginine by the
enzyme NO synthase (NOS), which includes at least 3 dis-
tinct isoforms: neuronal (NOS1), endothelial and inducible
NOS. The NOS1 gene was mapped to chromosome
12q24.2q24.31,355,356 spans 14 8604bp and has 748 known gen -
etic variants. Recent studies have implicated NOS in the
mechanism that underlies the therapeutic efficacy of anti -
depressant drugs,357–359 and animal models reported that the
aggressive behaviour associated with NOS gene ablation is
mediated by the serotonergic system.360 Specifically, the ex-
cessive aggressiveness and impulsiveness of NOS knockout
mice is caused by selective decrements in 5-HT turnover and
deficient 5-HT1A and 5-HT1B receptor function in brain regions
regulating emotion.360 Although this evidence suggests a pos-
sible role of this gene’s variations in the pharmacogenetics of
antidepressant therapy, there are not many pharmacogenetic
investigations involving NOS coding sequences to date. More-
over, in 2003 Yu and colleagues361 reported no association be-
tween a NOS1 276C>T polymorphism (rs2682826) and anti -
depressant (fluoxetine) response or risk of depressive episodes.

Interleukin-1β
One potential pathway by which depression may impact
health is through modulation of immune function. Depressed
individuals have been shown to display reductions in meas -
ures of cellular immune competence as well as elevated
markers of systemic inflammation.362–365 Moreover, there is
evi dence suggesting strong influences in both the direction
from cytokines to neurotransmitters and from neurotransmit-
ters to cytokines. For example, it has been reported that IL-1
activates brain noradrenergic366,367 and serotonergic sys-
tems,368–370 reduces acetylcholine release in the hippocampus371

and potentiates γ-aminobutyric acid (GABA) effects.372–374
Moreover, noradrenaline enhances and acetylcholine inhibits
the release of IL-1β from neurons in hypothalamic explants,375
while 5-HT increases IL-1βmRNA in the hypothalamus.376
Interleukin-1, produced mainly by blood monocytes, medi-

ates the host reactions of acute phase response. There is some
evidence suggesting an association between IL-1 levels and
mood disorders,377–380 although some recent negative reports
detract from this theory.381

Auron and colleagues382 assigned the IL-1 gene to chromo-
some 2q13–21. The IL-1β gene was assigned to the end of
18q.383 Four SNPs have been reported in the IL-1β gene: 31C>T
(rs1143627, promoter), 511C>T (rs16944, promoter), 3954C>T
(rs1143634, exon 5) and 5810A>G (rs1143633, intron 4).384–386

The SNP at position 31 is in strong linkage disequilibrium
with the SNP at position 511.387 Homozygosity for the 511T al-
lele of the IL-1β gene was found to be associated with a trend
of less severity of depressive symptoms and more favourable
fluoxetine response.361 On the other hand, Baune and col-
leagues388 recently found an association between rs16944 GG
genotype and rs1143643 G allele and nonremission rate. Final -
ly a recent genome-wide study by Uher and collegues389 sug-
gested an implication of other IL genes on the antidepressant
response; specifically, IL-11 rs1126757 and IL-6 rs7801617 were
found to be associated with escitalopram response.

Brain-derived neurotrophic factor
Brain-derived neurotrophic factor is a prosurvival factor in-
duced by cortical neurons. During neuronal development,
most parts of the neuron die; this is thought to ensure correct
innervation densities with effector organs or other groups of
neurons. In most cases, targets of innervation play a crucial
role in determining the fate of their neuronal afferences by
producing a limited supply of neutrophic factors, 1 of which
is BDNF. At least 9 different BDNF transcripts are known to
be expressed in different parts of the brain, with a variable
degree of similarity in terms of length and sequence,390,391 sug-
gesting a fine control of this prosurvival factor in discrete
brain regions. Pruunsild and colleagues391 determined that
the BDNF gene contains 11 exons and spans about 70 kb.
They identified transcription start sites in 9 exons, each of
which was associated with a functional promoter. One of the
most investigated genetic variations within the BDNF gene is
a 196G>A (rs6265) substitution, which results in a valine-to-
methionine substitution at amino acid 66 change in the 5’
proregion of the protein.392 It has been reported that this vari-
ation is associated with poorer episodic memory and abnor-
mal hippocampal activation (associated with the M substi -
tution),392 MDD (despite conflicting findings mainly in
non white samples),393–400 obsessive–compulsive disorder (M
substitution represents a protective factor),401 anxiety,233 re-
stricting anorexia nervosa, low minimum body mass index,
binge-eating/purging anorexia nervosa, bulimia nervosa (M
substitution preferentially transmitted in cases),402,403 bipolar
disorder (despite conflicting results)404–406 and psychosis.407,408

Regarding antidepressant therapy, it has been reported that
the vagus stimulation, electroconvulsive therapy, sleep depri-
vation and diverse antidepressant therapy (e.g., imipramine,
tianeptine, duloxetine, fluoxetine, mirtazapine) are associated
with modified BDNF expression in different parts of the
brain,409–416 and it has been demonstrated that different anti -
depressant treatments trigger the enhancement of specific
BDNF alternative splicing products,417,418 suggesting that the
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fine modulation of the BDNF-associated cross talking be-
tween neurons can be modified by the antidepressant treat-
ment. This may be associated with the antidepressant effect,
even though this level of complexity is yet to be understood.
It has been reported that BDNF disruption is not sufficient to
determine a depressive behaviour by itself, but it has been
found to be essential to the antidepressant treatment effect.419

Regarding the pharmacogenetics of antidepressant treatment,
it was reported that the M allele was more represented in pa-
tients who experienced a depressive episode and responded
to treatment with citalopram.420 A lack of association has also
been reported.230,307,395,421 Yoshida and colleagues422 found that
the Val/Met genotype was associated with better treatment
outcome than Val/Val and Met/Met genotypes. Gratacos
and colleagues393 reported that haplotype TAT (rs12273363,
rs908867 and rs1491850) was associated with treatment re-
sponse. Recent large studies revealed other polymorphisms
within this gene: rs61888800 was found to be associated with
antidepressant response;423 rs7124442 TT genotype was sig -
nifi cantly related to worse outcome, particularly in patients
with anxious depression; and rs7103411 predicted worse re-
sponse in subtypes of melancholic depression.424

Glutamatergic receptors
The glutamate system appears to have a crucial role in both
acute antidepressant response and maintenance of response.425

Glutamate levels are increased in patients with MDD, as ob-
served by proton magnetic resonance spectroscopy,426 suggest-
ing enhanced glutamatergic transmission. Ionotropic gluta-
mate receptors are present pre- and postsynaptically, where
they modulate neurotransmitter release or excitatory neuro-
transmission. A role for ionotropic glutamate receptors in anti-
depressant action has been supported by studies in rats.427,428

Moreover, continuous treatment of rats with SSRIs has been
reported to attenuate glutamatergic transmission in the cere-
bral cortex.429 Recently, Paddock and colleagues430 found an as-
sociation between the rs1954787 GRIK4 variant and citalopram
response in the large STAR*D cohort. This first report was
replicated in 2 subsequent studies;261,431 however, a more recent
study showed controversial results.432 Furthermore, genes en-
coding for GRIK2, GRIA1, GRIA3 and GRIN3A receptors have
been recently investigated in relation with response to sexual
side effects from antidepressant treatment.431,433,434 However, the
study of the relation between genetic variants in the glutamate
system and antidepressant response is a promising topic in
pharmacogenetics.

Genome-wide association studies 

In recent years, the genome-scan approach has become one of
the most interesting ways to discover new genetic variants
associated with pharmacologic response. This new approach
seems to be useful in the investigation of multigenic complex
diseases, such as mood disorders, which have a remarkable
heterogenity concerning treatment response. Genome-wide
association studies have attempted to solve these issues
through the simultaneous analysis of a large number of gen -
etic markers and large samples. However, there are some

negative aspects that need to be considered. First, the effect
sizes of common risk variants found by genome-wide associ-
ation studies have been much lower than anticipated and
have often needed large meta-analyses to reach genome-wide
significance.435 Second, combining very large genome-wide
association study samples poses additional problems con-
cerning the comparability of data across centres.436 Third, the
possibility of false-positive findings needs to be considered in
such studies.437

Nevertheless, in recent years some interesting results have
been found by genome-wide association studies regarding
anti depressant pharmacogenetics. Two studies have been
completed involving the STAR*D cohort. One of them438

found 2 sets of genes associated with response and remission
to citalopram treatment: the top finding (rs6966038) is 51 kb
from the ubiquitin protein ligase E3C gene (UBE3C) and 77 kb
from the motor neuron and pancreas homeobox 1 gene
(MNX1; that controls gene expression at the caudal end of the
developing notochord of an embryo), and the second one
(rs6127921) is closest to the bone morphogenic protein 7
(BMP7) gene.438 The second study439 analyzed the genetic mark-
ers associated with emergent suicidal ideation during citalo-
pram treatment. Two markers within the PAPLN and IL28RA
genes were found to be associated with suicidal ideations. The
PAPLN gene encodes papilin, a protoglycan-like sulfated gly-
coprotein, whereas IL28RA encodes an IL receptor.439

Another genome-wide association study440 involved a sam-
ple from the Munich Antidepressant Response Signature
(MARS) project and from an independent German replication
sample, and finally the SNP set found in association with treat-
ment outcome was genotyped in a third sample from the
STAR*D study. The analysis of alleles associated with treat-
ment response revealed a network of 41 genes that could be
grouped into 3 interrelated clusters. The first one includes
genes related to metabolic pathways and brain development,
such as the transcription factor nuclear receptor subfamily 2,
group E, member 1 (NR2E1), but the strongest effect with a
combined phenotype of treatment outcome in the MARS sam-
ple was observed with an SNP (rs1502174) located downstream
of EPHB from the ephrin family.440 The second gene cluster in-
cludes genes related to metabolic and cardiovascular disorders
that frequently co- occur with depression, and the third one in-
cludes neuregulin 1 (NRG1) and genes related with glutamater-
gic (homer homologue 1 [HOMER]; glial high- affinity glutamate
transporter [SLC1A2]) and GABA-ergic neuro transmission
(GABA neurotransmitter transporter; SLC6A11).
A more recent paper389 on the pharmacogenetics of anti -

depressant response in the Genome-Based Therapeutic Drugs
for Depression (GENDEP) project reported a different set of
markers, none of which has previously been reported in
genome-wide association studies of depression susceptibility
or antidepressant response. The outcome of treatment was as-
sociated with polymorphisms in 2 regions on chromosomes 1
and 10, regardless of the anti depressant used. The nearest
known gene to the associated locus on chromosome 1 is a
gene encoding for zinc finger protein 326 (ZNF326), and the
nearest gene to the locus on chromosome 10 is plexin
 domain– containing 2 gene (PLXDC2). Common copy number
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polymorphisms that may influence the expression of genes at
longer distances through structural changes of the chromatin
have been reported in both regions. Additionally, a strong
genome-wide significant association was found between the
rs2500535 variant in the uronyl 2-sulphotransferase gene and
response to nortriptyline, and between the rs1126757 variant
in the IL-11 gene and response to escitalopram.389 Moreover,
another genome-wide association study441 involving the
 GENDEP sample found an association between some poly-
morphisms in the BDNF gene and an increase in suicidal
ideation during treatment. The strongest association was ob-
served for the rs962369 SNP. The authors also found an inter-
action between variants in the BDNF and NTRK2 (the gene en-
coding BDNF receptor) genes on suicidal ideation. Finally an
association between rs11195419 in the ADRA2A gene and sui-
cidal ideation has been reported in men taking nortriptyline.441

Genome-wide association studies on antidepressant phar-
macogenetics provide preliminary knowledge that needs to
be confirmed in future research through new strategies (e.g.,
using specific pathway scores based on the number of SNPs
nominally associated with the outcome and interrelated in an
assigned pathway442).

Discussion

All observed gene mutations do not reach the putative 50%
of variance explained by genetic factors in antidepressant re-
sponse.7 Pharmacogenetics can help discover more candi-
dates: the genomic scans will suggest new candidates to
 investigate, although results so far have been quite dis -
couraging, probably owing to the inconsistent use of rigorous
methodological strategies.443 Moreover, the risk of false-
 positive findings is a concern. Sullivan444 recently demon-
strated that the simulation of a classic case–control study in-
vestigating a set of 10 SNPs in the COMT gene in a sample of
500 patients and 500 controls generated a false-positive rate
(the study design was tailored to find spurious associations)
as high as 96%. This suggests the need for replication studies
before the risk of a false-positive finding is ruled out, and
replication of a disease association in 1 or more samples has
become a requirement for publication in many high-impact
biomedical journals.444 Overall, as far as the pharmacokinetic
variations are concerned, evidence allowed the design and
production of genetic chips to predict the reaction, in terms of
kinetics, to the exposure to a certain drug. However, pharma-
cokinetic variations may selectively influence dosing, al-
though, as we recently confirmed, for drugs with a relatively
large therapeutic range the impact may be minimal.49 More-
over, several confounding factors need to be considered in
pharmacokinetic studies that may explain previously contro-
versial findings. A single drug is metabolized by specific
 enzymes, but the result of this product may be an active mol -
ecule that can be metabolized by a different enzyme. More-
over, drug interactions may deeply impact the activity of the
cytochromes in a way that may be dependent on the genetics,
but to an extent that is still difficult to define. Finally, drugs
can be metabolized by a set of cytochromes: they should all
be investigated in a single test to infer sufficient predictive in-

formation about the drug blood levels. Therefore, further
studies considering these confounding factors are required to
provide useful and definite results about gene variants in-
volved in pharmacokinetics.
On the other hand, variations in pharmacodynamics may

be more relevant in determining different response patterns.
However, so far evidence regarding pharmacodynamics is
still partial and sparse. The replication rate does not yet allow
the design of useful genetic chips able to help clinicians find
the correct drug for a specific patient. The most replicated
findings are those related to the promoter of 5-HTT, but this
finding was found to be more consistent in white popula-
tions, with the L allele of the promoter being associated with
a better response to treatment. Interestingly, replication rates
in samples other than white populations are very low, and it
has been reported that Asian samples are characterized by a
significant opposite association between the antidepressant
response and the variation within the promoter of 5-HTT
compared with white populations. The reason for this find-
ing is still under investigation, and the clinical impact of the
genetic variations found in genes involved in the pharmaco-
dynamics of the antidepressant response is still poor. So far,
the knowledge of genetic impact on antidepressant response
does not allow the evidence from the literature to be trans-
lated into clinical practice. Nevertheless, the increasing evi-
dence of a genetic influence on liability for major depressive
disorder and on treatment response (possibly in conjunction
with environmental factors that are not well known) suggests
that the final target of individualized treatment on the basis
of the genetic profile is getting closer.

Assessment of study designs

As reported in this paper, full replicated findings are still
poorly reported in the literature. The development of new ex-
perimental designs that combine the methods of linkage
analysis, pharmacogenomics and proteomics will help dis -
entangle the path; examples of such sequential approaches
have already been published with promising results.445,446

Regarding the study designs, there are some points that
should be stressed to help define studies with a higher prob -
ability of true-positive findings and replication. Case–control
studies are better powered to detect small genetic impacts;
this format should be used in pharmacogenetic-oriented
 papers. To design a good case–control study, authors will be
required to enrol large samples and check for any stratifica-
tion factors within the samples. Roughly, these factors could
be categorized into sociodemographic data, data relative to
the disease characteristics and genetic background.
Basically, patients treated with a certain drug and controls

(ideally placebo-treated patients to exclude placebo response,
with placebo response in patients with depression estimated
to be between 34% and 45%447) should be matched for the
most relevant sociodemographic variables, including age, sex,
marital status, religious beliefs, level of education, employ-
ment, stressful life events and number of generations  after an
immigration event. Moreover, some disease characteristics
should be thoroughly investigated, including familiarity, age
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at onset, number of events, time spent without symptoms, re-
sponse to previous treatments, side effect profile, seriousness
of symptoms, variation of symptoms during episodes and
variation of symptoms in response to environmental events.
Consistently, blood drug levels should be obtained from pa-
tients, and frequent psychometric assessments should be per-
formed. Finally, the genetic characteristics of participants
should be checked in a more extensive way. From the point
of the gene, the investigation of a single variation does not
seem to be sufficient; a complete tag approach, together with
the analysis of relevant variations, should be included in the
design. Some free Internet resources may help (Box 1). We re-
ported the quality and sample size across studies included in
our review, and we observed that there is a large variation in
both, which can be used to evaluate the strength of each gene
finding. Moreover, in the future it will likely be mandatory to
investigate not a single gene, but the sum of the genes that
code for a molecular path. Intuitively, a loss-of-function vari-
ation located in a specific gene could be counteracted, in
terms of the overall efficacy of the molecular path, by another
mutation located in a different gene involved in the same
molecular path. For example, 5-HT2C is the object of a refined
posttranslation control of HTR2C mRNA: 5 A-to-G substitu-
tions at positions termed A, B, C, C’ and D characterize the
editing of the double HTR2C mRNA strand and determine a
change in the sequence of the second intracellular loop of 
5-HT2C. Of note, the diverse isoforms have a specific affinity
profile and signal transduction efficiency that can be im-
pacted by stress events and antidepressant treatment. The in-
vestigation of 5-HT2C in an association study would necessi-
tate the investigation of the mRNA editing machinery,
otherwise it would be hypothesized that participants with a
certain mutation would run higher or lower risks depending
on the efficiency of their mRNA editing enzymes. Another
interesting point to consider is that GABA ergic and gluta-
matergic interneurons widely mediate the functions of
monoaminergic systems: fluctuations in their activity are
likely to strongly modulate the impact of a set of variations in
a genetic coding for a monoamine receptor or transporter.
Consistently, genes that code for enzymes dedicated to neur -
onal survival or differentiation should be forced in the analy-
sis independently from the molecular path that is under in-
vestigation. Finally, to avoid genetic stratification factors that
could bias the validity of the results, the study designs

should include some dedicated tools. Some examples include
genomic control,448 structured association,449 analysis by geo-
graphic origin,450 principal components451 and family-based
association tests (e.g., Family-Based Association Test, trans-
mission disequilibrium test). To our knowledge, there are
few investigations that considered all these factors together.
As a consequence, most of the published papers appear to be
biased toward the items they considered poorly. Moreover,
the question of phenotype resurfaces, as genetic variations
have been shown to be more strictly associated with clusters
of symptoms (e.g., somatic complaints) than with complex
phenotypes (e.g., MDD),187,189,353 which could also be respon -
sible for the inconsistent findings in literature. A more strict
control for endophenotypes may then be suggested. A diag-
nosis of Axis I or Axis II disorders may not be sufficient to
 detect the influence of a genetic background. The systematic
 investigation of symptom clusters would probably give more
reliable results. In fact, the same genetic variation can 
be  associated with different symptoms. For example, the 
5-HTTLPR polymorphism has been associated with different
characteristics of mood disorders (i.e., age at onset,452,453 illness
recurrence,225,454 drug response, reactivity to stressful life
events,455 personality traits)456 alcoholism,457 smoking458 and
several psychiatric diagnoses, including psychosomatic dis-
orders,459 eating disorders,460,461 suicide,462 autism463 and
 attention-deficit/ hyperactivity disorder.464 Future studies will
hopefully clarify whether such phenotypes are all simultan -
eously present in the same individuals. Genome-wide scans
will help discover these mutual influences within the whole
genome, although an inductive approach based on evidence
and evidence-based theories able to generate lists of genes
worth investigating will represent a relevant part of future
investigations.

Conclusion

Further studies should be able to more easily find true- positive
associations that, after several replications, could reach a clin -
ical impact of remarkable interest, allowing the design of gen -
etic sets to determine the best treatment for each patient.

Competing interests:None declared.

Contributors: Drs. Porcelli, Drago, Fabbri, Gibiino, Calati and Serretti
designed the review. Drs. Drago, Fabbri, Gibiino and Calati acquired
the data. Drs. Porcelli, Drago, Fabbri, Gibiino and Calati wrote the ar-
ticle, which Drs. Porcelli, Drago, Fabbri, Gibiino, Calati and Serretti
reviewed. All authors approved publication of the article.

References

1. Maier W, Zobel A. Contribution of allelic variations to the pheno-
type of response to antidepressants and antipsychotics. Eur Arch
Psychiatry Clin Neurosci 2008;258(Suppl 1):12-20.

2. Mitchell AJ. Two-week delay in onset of action of antidepressants:
new evidence. Br J Psychiatry 2006;188:105-6.

3. Masand PS. Tolerability and adherence issues in antidepressant
therapy. Clin Ther 2003;25:2289-304.

4. Nierenberg AA. Predictors of response to antidepressants general
principals and clinical implications. Psychiatr Clin North Am 2003;
26:345-52.

Box 1: Free internet resources for investigating complete gene
sequence tags

• binCons (http://zoo.nhgri.nih.gov/binCons/index.cgi)

• FastSNP
(http://fastsnp.ibms.sinica.edu.tw/pages/input_CandidateGeneSearch.jsp)

• F-SNP (http://compbio.cs.queensu.ca/F-SNP/)

• LDselect (http://droog.gs.washington.edu/ldSelect.html)

• PupasView (http://pupasuite.bioinfo.cipf.es/)

• QuickSNP (http://bioinformoodics.jhmi.edu/quickSNP.pl)

• SNPselector (http://snpselector.duhs.duke.edu/hqsnp36.html)

• Tagger (http://www.broad.mit.edu/mpg/tagger/)

• TAMAL (http://neoref.ils.unc.edu/tamal/)

• WCLUSTAG (http://bioinfo.hku.hk/wclustag/)

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 103



5. Perlis RH. Pharmacogenetic studies of antidepressant response:
How far from the clinic? Psychiatr Clin North Am 2007;30:125-38.

6. O’Reilly RL, Bogue L, Singh SM. Pharmacogenetic response to
anti depressants in a multicase family with affective disorder. 
Biol Psychiatry 1994;36:467-71.

7. Serretti A, Franchini L, Gasperini M, et al. Mode of inheritance in
mood disorders families according to fluvoxamine response. Acta
Psychiatr Scand 1998;98:443-50.

8. Serretti A, Kato M, Kennedy JL. Pharmacogenetic studies in de-
pression: a proposal for methodologic guidelines. Pharmacogenomics
J 2008;8:90-100.

9. Roden DM, George AL Jr. The genetic basis of variability in drug
responses. Nat Rev Drug Discov 2002;1:37-44.

10. Kato M, Serretti A. Review and meta-analysis of antidepressant
pharmacogenetic findings in major depressive disorder. Mol 
Psychiatry 2010;15:473-500.

11. Kirchheiner J, Nickchen K, Bauer M, et al. Pharmacogenetics of anti-
depressants and antipsychotics: the contribution of allelic variations
to the phenotype of drug response. Mol Psychiatry 2004;9:442-73.

12. Zateyshchikov DA, Minushkina LO, Brovkin AN, et al. Associa-
tion of CYP2D6 and ADRB1 genes with hypotensive and anti -
chronotropic action of betaxolol in patients with arterial hyperten-
sion. Fundam Clin Pharmacol 2007;21:437-43.

13. Eyada TK, El Ghonemy EG, El Ghoroury EA, et al. Study of gen -
etic polymorphism of xenobiotic enzymes in acute leukemia. Blood
Coagul Fibrinolysis 2007;18:489-95.

14. Lemos MC, Carrilho F, Rodrigues F, et al. Genetic polymorphism
of CYP2D6 influences susceptibility to papillary thyroid cancer.
Clin Endocrinol (Oxf) 2007;67:180-3.

15. Golab-Janowska M, Honczarenko K, Gawronska-Szklarz B, et al.
CYP2D6 gene polymorphism as a probable risk factor for Alz -
heimer’s disease and Parkinson’s disease with dementia. Neurol
Neurochir Pol 2007;41:113-21.

16. Dick FD, De Palma G, Ahmadi A, et al. Gene–environment interac-
tions in parkinsonism and Parkinson’s disease: the Geoparkinson
study. Occup Environ Med 2007;64:673-80.

17. Duric G, Svetel M, Nikolaevic SI, et al. [Polymorphisms in the
genes of cytochrome oxidase P450 2D6 (CYP2D6), paraoxonase 1
(PON1) and apolipoprotein E (APOE) as risk factors for Parkin-
son’s disease] [Article in Serbian]. Vojnosanit Pregl 2007;64:25-30.

18. Bialecka M, Klodowska-Duda G, Honczarenko K, et al. Polymor-
phisms of catechol-O-methyltransferase (COMT), monoamine oxi-
dase B (MAOB), N-acetyltransferase 2 (NAT2) and cytochrome
P450 2D6 (CYP2D6) gene in patients with early onset of Parkin-
son’s disease. Parkinsonism Relat Disord 2007;13:224-9.

19. Vilar R, Coelho H, Rodrigues E, et al. Association of A313 G poly-
morphism (GSTP1*B) in the glutathione-S-transferase P1 gene
with sporadic Parkinson’s disease. Eur J Neurol 2007;14:156-61.

20. Olsavsky KM, Page JL, Johnson MC, et al. Gene expression profil-
ing and differentiation assessment in primary human hepatocyte
cultures, established hepatoma cell lines, and human liver tissues.
Toxicol Appl Pharmacol 2007;222:42-56.

21. Arif E, Vibhuti A, Alam P, et al. Association of CYP2E1 and NAT2
gene polymorphisms with chronic obstructive pulmonary disease.
Clin Chim Acta 2007;382:37-42.

22. Yan Z, Wu Y. [Relation between cytochrome P450 2D6 and lung
cancer susceptibility caused by smoking] [Article in Chinese]. 
Wei Sheng Yan Jiu 2007;36:112-3, 116.

23. Marsh S, McLeod HL. Pharmacogenetics and oncology treatment
for breast cancer. Expert Opin Pharmacother 2007;8:119-27.

24. Lavandera JV, Parera VE, Batlle A, et al. CYP2D6 polymorphisms
in patients with porphyrias. Mol Med 2006;12:259-63. 

25. Lin JH, Lu AY. Inhibition and induction of cytochrome P450 and
the clinical implications. Clin Pharmacokinet 1998;35:361-90. 

26. Bertilsson L, Dahl M, Dalen P, et al. Molecular genetics of
CYP2D6: clinical relevance with focus on psychotropic drugs. Br J
Clin Pharmacol 2002;53:111-22.

27. Nebert DW, Dieter MZ. The evolution of drug metabolism. 
Pharmacology 2000;61:124-35.

28. Thuerauf N, Lunkenheimer J. The impact of the CYP2D6-
 polymorphism on dose recommendations for current antidepres-
sants. Eur Arch Psychiatry Clin Neurosci 2006;256:287-93.

29. Lee SY, Sohn KM, Ryu JY, et al. Sequence-based CYP2D6 genotyp-
ing in the Korean population. Ther Drug Monit 2006;28:382-7.

30. Kim MK, Cho JY, Lim HS, et al. Effect of the CYP2D6 genotype on
the pharmacokinetics of tropisetron in healthy Korean subjects.

Eur J Clin Pharmacol 2003;59:111-6.
31. Someya T, Suzuki Y, Shimoda K, et al. The effect of cytochrome P450

2D6 genotypes on haloperidol metabolism: a preliminary study in a
psychiatric population. Psychiatry Clin Neurosci 1999;53:593-7.

32. Fukuda T, Yamamoto I, Nishida Y, et al. Effect of the CYP2D6*10
genotype on venlafaxine pharmacokinetics in healthy adult volun-
teers. Br J Clin Pharmacol 1999;47:450-3.

33. Mihara K, Suzuki A, Kondo T, et al. Effects of the CYP2D6*10 al-
lele on the steady-state plasma concentrations of haloperidol and
reduced haloperidol in Japanese patients with schizophrenia. Clin
Pharmacol Ther 1999;65:291-4.

34. Yue QY, Zhong ZH, Tybring G, et al. Pharmacokinetics of nor-
triptyline and its 10-hydroxy metabolite in Chinese subjects of dif-
ferent CYP2D6 genotypes. Clin Pharmacol Ther 1998;64:384-90.

35. de Leon J. The crucial role of the therapeutic window in under-
standing the clinical relevance of the poor versus the ultrarapid
metabolizer phenotypes in subjects taking drugs metabolized by
CYP2D6 or CYP2C19. J Clin Psychopharmacol 2007;27:241-5.

36. Sachse C, Brockmoller J, Bauer S, et al. Cytochrome P450 2D6 vari-
ants in a Caucasian population: allele frequencies and phenotypic
consequences. Am J Hum Genet 1997;60:284-95.

37. Smith DA, Abel SM, Hyland R, et al. Human cytochrome P450s:
selectivity and measurement in vivo. Xenobiotica 1998;28:1095-128.

38. Smith G, Stubbins MJ, Harries LW, et al. Molecular genetics of the
human cytochrome P450 monooxygenase superfamily. Xenobiotica
1998;28:1129-65.

39. Rudberg I, Mohebi B, Hermann M, et al. Impact of the ultrarapid
CYP2C19*17 allele on serum concentration of escitalopram in psy-
chiatric patients. Clin Pharmacol Ther 2008;83:322-7.

40. Yin OQ, Wing YK, Cheung Y, et al. Phenotype-genotype relation-
ship and clinical effects of citalopram in Chinese patients. J Clin
Psychopharmacol 2006;26:367-72.

41. Steimer W, Zopf K, von Amelunxen S, et al. Amitriptyline or not,
that is the question: pharmacogenetic testing of CYP2D6 and
CYP2C19 identifies patients with low or high risk for side effects
in amitriptyline therapy. Clin Chem 2005;51:376-85.

42. David SP, Strong DR, Munafo MR, et al. Bupropion efficacy for
smoking cessation is influenced by the DRD2 Taq1A polymor-
phism: analysis of pooled data from two clinical trials. Nicotine Tob
Res 2007;9:1251-7.

43. David SP, Brown RA, Papandonatos GD, et al. Pharmacogenetic
clinical trial of sustained-release bupropion for smoking cessation.
Nicotine Tob Res 2007;9:821-33.

44. Hofmann MH, Blievernicht JK, Klein K, et al. Aberrant splicing
caused by single nucleotide polymorphism c.516G>T [Q172H], a
marker of CYP2B6*6, is responsible for decreased expression and
activity of CYP2B6 in liver. J Pharmacol Exp Ther 2008;325:284-92.

45. Li Y, Kantelip JP, Gerritsen-van Schieveen P, et al. Interindividual
variability of methadone response: impact of genetic polymor-
phism. Mol Diagn Ther 2008;12:109-24.

46. Bae SK, Cao S, Seo KA, et al. Cytochrome P450 2B6 (CYP2B6) cat-
alyzes the formation of pharmacologically active sibutramine (N-{1-
[1-(4-chlorophenyl)cyclobutyl]-3-methylbutyl}-N,N-dimethylamine)
metabolites in human liver microsomes. Drug Metab Dispos 2008;
36:1679-88.

47. Weschules DJ, Bain KT, Richeimer S. Actual and potential drug
inter actions associated with methadone. Pain Med 2008;9:315-44.

48. Zackrisson AL, Lindblom B, Ahlner J. High frequency of occur-
rence of CYP2D6 gene duplication/multiduplication indicating
ultra rapid metabolism among suicide cases. Clin Pharmacol Ther
2010;88:354-9.

49. Serretti A, Calati R, Massat I, et al. Cytochrome P450 CYP1A2,
CYP2C9, CYP2C19 and CYP2D6 genes are not associated with re-
sponse and remission in a sample of depressive patients. Int Clin
Psychopharmacol 2009;24:250-6.

50. Peters EJ, Slager SL, Kraft JB, et al. Pharmacokinetic genes do not
influence response or tolerance to citalopram in the STAR*D sam-
ple. PLoS One 2008;3:e1872.

51. Shams ME, Arneth B, Hiemke C, et al. CYP2D6 polymorphism and
clinical effect of the antidepressant venlafaxine. J Clin Pharm Ther
2006;31:493-502.

52. Suzuki Y, Sawamura K, Someya T. Polymorphisms in the 
5-hydroxy tryptamine 2A receptor and CytochromeP4502D6 genes
synergistically predict fluvoxamine-induced side effects in japanese
depressed patients. Neuropsychopharmacology 2006;31:825-31.

53. Grasmader K, Verwohlt PL, Rietschel M, et al. Impact of

Porcelli et al.

104 J Psychiatry Neurosci 2011;36(2)

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 104



Pharmacogenetics of antidepressant response

J Psychiatry Neurosci 2011;36(2) 105

 polymorphisms of cytochrome-P450 isoenzymes 2C9, 2C19 and 2D6
on plasma concentrations and clinical effects of antidepressants in a
naturalistic clinical setting. Eur J Clin Pharmacol 2004;60:329-36.

54. Rau T, Wohlleben G, Wuttke H, et al. CYP2D6 genotype: impact
on adverse effects and nonresponse during treatment with anti -
depressants — a pilot study. Clin Pharmacol Ther 2004;75:386-93.

55. Charlier C, Broly F, Lhermitte M, et al. Polymorphisms in the CYP
2D6 gene: association with plasma concentrations of fluoxetine
and paroxetine. Ther Drug Monit 2003;25:738-42.

56. Ohara K, Tanabu S, Ishibashi K, et al. CYP2D6*10 alleles do not de-
termine plasma fluvoxamine concentration/dose ratio in Japanese
subjects. Eur J Clin Pharmacol 2003;58:659-61.

57. Murphy G, Hollander S, Rodrigues H, et al. Effects of the sero-
tonin transporter promoter polymorphism on paroxetine and mir-
tazapine efficacy and side effects in geriatric major depression. In:
The 3rd Annual Pharmacogenetics in Psychiatry Meeting. New York
(NY): Hospital TZH; 2003. p. green tab.

58. Cordon-Cardo C, O’Brien JP, Casals D, et al. Multidrug-resistance
gene (P-glycoprotein) is expressed by endothelial cells at blood–
brain barrier sites. Proc Natl Acad Sci U S A 1989;86:695-8.

59. Uhr M, Tontsch A, Namendorf C, et al. Polymorphisms in the
drug transporter gene ABCB1 predict antidepressant treatment re-
sponse in depression. Neuron 2008;57:203-9.

60. Uhr M, Steckler T, Yassouridis A, et al. Penetration of amitripty-
line, but not of fluoxetine, into brain is enhanced in mice with
blood–brain barrier deficiency due to mdr1a P-glycoprotein gene
disruption. Neuropsychopharmacology 2000;22:380-7.

61. Uhr M, Grauer MT, Holsboer F. Differential enhancement of anti -
depressant penetration into the brain in mice with abcb1ab (mdr1ab)
P-glycoprotein gene disruption. Biol Psychiatry 2003;54:840-6.

62. Wang JS, Zhu HJ, Gibson BB, et al. Sertraline and its metabolite
desmethylsertraline, but not bupropion or its three major metabolites,
have high affinity for P-glycoprotein. Biol Pharm Bull 2008;31:231-4.

63. Ejsing TB, Hasselstrom J, Linnet K. The influence of P-glycoprotein
on cerebral and hepatic concentrations of nortriptyline and its
metabolites. Drug Metabol Drug Interact 2006;21:139-62.

64. Stormer E, von Moltke LL, Perloff MD, et al. P-glycoprotein interac-
tions of nefazodone and trazodone in cell culture. J Clin Pharmacol
2001;41:708-14.

65. Weber CC, Eckert GP, Muller WE. Effects of antidepressants on the
brain/plasma distribution of corticosterone. Neuropsychopharmacology
2006;31:2443-8.

66. Eichelbaum M, Fromm MF, Schwab M. Clinical aspects of the
MDR1 (ABCB1) gene polymorphism. Ther Drug Monit 2004;26:180-5.

67. Gex-Fabry M, Eap CB, Oneda B, et al. CYP2D6 and ABCB1 genetic
variability: influence on paroxetine plasma level and therapeutic
response. Ther Drug Monit 2008;30:474-82.

68. Kato M, Fukuda T, Serretti A, et al. ABCB1 (MDR1) gene
 polymorphisms are associated with the clinical response to  
par oxetine in patients with major depressive disorder. Prog
 Neuropsychopharmacol Biol Psychiatry 2008;32:398-404.

69. Mihaljevic Peles A, Bozina N, Sagud M, et al. MDR1 gene poly-
morphism: therapeutic response to paroxetine among patients
with major depression. Prog Neuropsychopharmacol Biol Psychiatry
2008;32:1439-44.

70. Nikisch G, Eap CB, Baumann P. Citalopram enantiomers in plasma
and cerebrospinal fluid of ABCB1 genotyped depressive patients
and clinical response: a pilot study. Pharmacol Res 2008;58:344-7.

71. Fukui N, Suzuki Y, Sawamura K, et al. Dose-dependent effects of
the 3435 C>T genotype of ABCB1 gene on the steady-state plasma
concentration of fluvoxamine in psychiatric patients. Ther Drug
Monit 2007;29:185-9.

72. Laika B, Leucht S, Steimer W. ABCB1 (P-glycoprotein/MDR1)
gene G2677T/a sequence variation (polymorphism): lack of associ-
ation with side effects and therapeutic response in depressed in -
patients treated with amitriptyline. Clin Chem 2006;52:893-5.

73. Roberts RL, Joyce PR, Mulder RT, et al. A common P-glycoprotein
polymorphism is associated with nortriptyline-induced postural hypo -
tension in patients treated for major depression. Pharmacogenomics J
2002;2:191-6.

74. Kim SW, Park SY, Hwang O. Up-regulation of tryptophan hydrox-
ylase expression and serotonin synthesis by sertraline. Mol 
Pharmacol 2002;61:778-85.

75. Jonsson EG, Goldman D, Spurlock G, et al. Tryptophan hydroxylase
and catechol-O-methyltransferase gene polymorphisms: relation-
ships to monoamine metabolite concentrations in CSF of healthy

volunteers. Eur Arch Psychiatry Clin Neurosci 1997;247:297-302.
76. Serretti A, Zanardi R, Cusin C, et al. Tryptophan hydroxylase 

gene associated with paroxetine antidepressant activity. Eur 
Neuropsychopharmacol 2001;11:375-80.

77. Serretti A, Zanardi R, Rossini D, et al. Influence of tryptophan hy-
droxylase and serotonin transporter genes on fluvoxamine anti -
depressant activity. Mol Psychiatry 2001;6:586-92.

78. Ham BJ, Lee BC, Paik JW, et al. Association between the  
tryp tophan hydroxylase-1 gene A218C polymorphism and citalo-
pram antidepressant response in a Korean population. Prog  
Neuropsychopharmacol Biol Psychiatry 2007;31:104-7.

79. Rujescu D, Giegling I, Sato T, et al. Genetic variations in trypto-
phan hydroxylase in suicidal behavior: analysis and meta-analysis.
Biol Psychiatry 2003;54:465-73.

80. Bellivier F, Chaste P, Malafosse A. Association between the TPH
gene A218C polymorphism and suicidal behavior: a meta-analysis.
Am J Med Genet B Neuropsychiatr Genet 2004;124B:87-91.

81. Yoshida K, Naito S, Takahashi H, et al. Monoamine oxidase: a
gene polymorphism, tryptophan hydroxylase gene polymorphism
and antidepressant response to fluvoxamine in Japanese patients
with major depressive disorder. Prog Neuropsychopharmacol Biol
Psychiatry 2002;26:1279-83.

82. Ham BJ, Lee MS, Lee HJ, et al. No association between the trypto-
phan hydroxylase gene polymorphism and major depressive dis-
orders and antidepressant response in a Korean population. 
Psychiatr Genet 2005;15:299-301.

83. Hong CJ, Chen TJ, Yu YW, et al. Response to fluoxetine and sero-
tonin 1A receptor (C-1019G) polymorphism in Taiwan Chinese
major depressive disorder. Pharmacogenomics J 2006;6:27-33.

84. Kato M, Wakeno M, Okugawa G, et al. No association of TPH1
218A/C polymorphism with treatment response and intolerance to
SSRIs in Japanese patients with major depression. Neuropsychobiology
2007;56:167-71.

85. Peters EJ, Slager SL, McGrath PJ, et al. Investigation of serotonin-
related genes in antidepressant response. Mol Psychiatry 2004;
9:879-89.

86. Zill P, Buttner A, Eisenmenger W, et al. Analysis of tryptophan hy-
droxylase I and II mRNA expression in the human brain: a post-
mortem study. J Psychiatr Res 2007;41:168-73.

87. Sakowski SA, Geddes TJ, Thomas DM, et al. Differential tissue dis-
tribution of tryptophan hydroxylase isoforms 1 and 2 as revealed
with monospecific antibodies. Brain Res 2006;1085:11-8.

88. Walther DJ, Peter JU, Bashammakh S, et al. Synthesis of serotonin
by a second tryptophan hydroxylase isoform. Science 2003;299:76.

89. Zhang X, Beaulieu JM, Sotnikova TD, et al. Tryptophan hydroxy-
lase-2 controls brain serotonin synthesis. Science 2004;305:217.

90. Calcagno E, Canetta A, Guzzetti S, et al. Strain differences in basal
and post-citalopram extracellular 5-HT in the mouse medial pre-
frontal cortex and dorsal hippocampus: relation with tryptophan
hydroxylase-2 activity. J Neurochem 2007;103:1111-20.

91. Shishkina GT, Kalinina TS, Dygalo NN. Up-regulation of trypto-
phan hydroxylase-2 mRNA in the rat brain by chronic fluoxetine
treatment correlates with its antidepressant effect. Neuroscience
2007;150:404-12.

92. Di Lieto A, Leo D, Volpicelli F, et al. Fluoxetine modifies the ex-
pression of serotonergic markers in a differentiation-dependent
fashion in the mesencephalic neural cell line A1 mes c-myc. Brain
Res 2007;1143:1-10.

93. Abumaria N, Rygula R, Hiemke C, et al. Effect of chronic citalo-
pram on serotonin-related and stress-regulated genes in the dorsal
raphe nucleus of the rat. Eur Neuropsychopharmacol 2007;17:417-29.

94. Dygalo NN, Shishkina GT, Kalinina TS, et al. Effect of repeated
treatment with fluoxetine on tryptophan hydroxylase-2 gene ex-
pression in the rat brainstem. Pharmacol Biochem Behav 2006;85:220-7.

95. Nakamura K, Sugawara Y, Sawabe K, et al. Late developmental
stage-specific role of tryptophan hydroxylase 1 in brain serotonin
levels. J Neurosci 2006;26:530-4.

96. Zill P, Buttner A, Eisenmenger W, et al. Single nucleotide poly-
morphism and haplotype analysis of a novel tryptophan hydroxy-
lase isoform (TPH2) gene in suicide victims. Biol Psychiatry
2004;56:581-6.

97. Zhou Z, Roy A, Lipsky R, et al. Haplotype-based linkage of trypto-
phan hydroxylase 2 to suicide attempt, major depression, and
cerebrospinal fluid 5-hydroxyindoleacetic acid in 4 populations.
Arch Gen Psychiatry 2005;62:1109-18.

98. Mossner R, Walitza S, Geller F, et al. Transmission disequilibrium

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 105



of polymorphic variants in the tryptophan hydroxylase-2 gene in
children and adolescents with obsessive-compulsive disorder. Int J
Neuropsychopharmacol 2006;9:437-42.

99. Sheehan K, Lowe N, Kirley A, et al. Tryptophan hydroxylase 2
(TPH2) gene variants associated with ADHD. Mol Psychiatry 2005;
10:944-9.

100. Walitza S, Renner TJ, Dempfle A, et al. Transmission disequilib-
rium of polymorphic variants in the tryptophan hydroxylase-2
gene in attention-deficit/hyperactivity disorder. Mol Psychiatry
2005;10:1126-32.

101. Zhang X, Gainetdinov R, Beaulieu J-M, et al. Loss-of-function mu-
tation in tryptophan hydroxylase-2 identified in unipolar major
depression. Neuron 2005;45:11-6.

102. Garriock HA, Allen JJ, Delgado P, et al. Lack of association of
TPH2 exon XI polymorphisms with major depression and treat-
ment resistance. Mol Psychiatry 2005;10:976-7.

103. Bicalho MA, Pimenta GJ, Neves FS, et al. Genotyping of the
G1463A (Arg441His) TPH2 polymorphism in a geriatric population
of patients with major depression. Mol Psychiatry 2006;11:799-800.

104. Delorme R, Durand CM, Betancur C, et al. No human tryptophan
hydroxylase-2 gene R441H mutation in a large cohort of psychi-
atric patients and control subjects. Biol Psychiatry 2006;60:202-3.

105. De Luca V, Mueller DJ, Tharmalingam S, et al. Analysis of the
novel TPH2 gene in bipolar disorder and suicidality. Mol Psychiatry
2004;9:896-7.

106. De Luca V, Likhodi O, Van Tol HH, et al. Gene expression of tryp-
tophan hydroxylase 2 in post-mortem brain of suicide subjects. Int
J Neuropsychopharmacol 2006;9:21-5.

107. Scheuch K, Lautenschlager M, Grohmann M, et al. Characteriza-
tion of a functional promoter polymorphism of the human trypto-
phan hydroxylase 2 gene in serotonergic raphe neurons. Biol 
Psychiatry 2007;62:1288-94.

108. Lim JE, Pinsonneault J, Sadee W, et al. Tryptophan hydroxylase 
2 (TPH2) haplotypes predict levels of TPH2 mRNA expression in
human pons. Mol Psychiatry 2007;12:491-501.

109. Lopez de Lara C, Brezo J, Rouleau G, et al. Effect of tryptophan hy-
droxylase-2 gene variants on suicide risk in major depression. Biol
Psychiatry 2007;62:72-80.

110. Gutknecht L, Jacob C, Strobel A, et al. Tryptophan hydroxylase-2
gene variation influences personality traits and disorders related to
emotional dysregulation. Int J Neuropsychopharmacol 2007;10:309-20.

111. Brown SM, Peet E, Manuck SB, et al. A regulatory variant of the
human tryptophan hydroxylase-2 gene biases amygdala reactivity.
Mol Psychiatry 2005;10:884-888, 805.

112. Canli T, Congdon E, Gutknecht L, et al. Amygdala responsiveness
is modulated by tryptophan hydroxylase-2 gene variation. J Neural
Transm 2005;112:1479-85.

113. Herrmann MJ, Huter T, Muller F, et al. Additive effects of sero-
tonin transporter and tryptophan hydroxylase-2 gene variation on
emotional processing. Cereb Cortex 2007;17:1160-3.

114. Clark JA, Pai LY, Flick RB, et al. Differential hormonal regulation
of tryptophan hydroxylase-2 mRNA in the murine dorsal raphe
nucleus. Biol Psychiatry 2005;57:943-6.

115. Tsai SJ, Hong CJ, Liou YJ, et al. Tryptophan hydroxylase 2 gene is
associated with major depression and antidepressant treatment re-
sponse. Prog Neuropsychopharmacol Biol Psychiatry 2009;33:637-41.

116. Illi A, Setala-Soikkeli E, Viikki M, et al. 5-HTR1A, 5-HTR2A, 
5-HTR6, TPH1 and TPH2 polymorphisms and major depression.
Neuroreport 2009;20:1125-8.

117. Peters EJ, Slager SL, Jenkins GD, et al. Resequencing of serotonin-
related genes and association of tagging SNPs to citalopram re-
sponse. Pharmacogenet Genomics 2009;19:1-10.

118. Tzvetkov MV, Brockmoller J, Roots I, et al. Common genetic varia-
tions in human brain-specific tryptophan hydroxylase-2 and re-
sponse to antidepressant treatment. Pharmacogenet Genomics 2008;
18: 495-506.

119. Serretti A, Zanardi R, Franchini L, et al. Pharmacogenetics of selec-
tive serotonin reuptake inhibitor response: a 6-month follow-up.
Pharmacogenetics 2004;14:607-13.

120. Serretti A, Cusin C, Rossini D, et al. Further evidence of a com-
bined effect of SERTPR and TPH on SSRIs response in mood dis -
orders. Am J Med Genet B Neuropsychiatr Genet 2004;129B:36-40.

121. Takahashi H, Yoshida K, Ito K, et al. No association between the
serotonergic polymorphisms and incidence of nausea induced by
fluvoxamine treatment. Eur Neuropsychopharmacol 2002;12:477-81.

122. Arias B, Serretti A, Lorenzi C, et al. Analysis of COMT gene (Val

158 Met polymorphism) in the clinical response to SSRIs in depres-
sive patients of European origin. J Affect Disord 2006;90:251-6.

123. Mossner R, Simantov R, Marx A, et al. Aberrant accumulation of
serotonin in dopaminergic neurons. Neurosci Lett 2006;401:49-54.

124. Shang Y, Gibbs MA, Marek GJ, et al. Displacement of serotonin and
dopamine transporters by venlafaxine extended release capsule at
steady state: a [123I]2beta-carbomethoxy-3beta-(4-iodophenyl)-
tropane single photon emission computed tomography imaging
study. J Clin Psychopharmacol 2007;27:71-5.

125. Lachman HM, Morrow B, Shprintzen R, et al. Association of codon
108/158 catechol-O-methyltransferase gene polymorphism with
the psychiatric manifestations of velo-cardio-facial syndrome. Am J
Med Genet 1996;67:468-72.

126. Weinshilboum RM, Otterness DM, Szumlanski CL. Methylation
pharmacogenetics: catechol O-methyltransferase, thiopurine
methyltransferase, and histamine N-methyltransferase. Annu Rev
Pharmacol Toxicol 1999;39:19-52.

127. Craddock N, O’Donovan MC, Owen MJ. Genes for schizophrenia
and bipolar disorder? Implications for psychiatric nosology. 
Schizophr Bull 2006;32:9-16.

128. Szegedi A, Rujescu D, Tadic A, et al. The catechol-O-methyltrans-
ferase Val108/158Met polymorphism affects short-term treatment
response to mirtazapine, but not to paroxetine in major depres-
sion. Pharmacogenomics J 2005;5:49-53.

129. Yoshida K, Higuchi H, Takahashi H, et al. Influence of the tyrosine
hydroxylase val81met polymorphism and catechol-O-methyltrans-
ferase val158met polymorphism on the antidepressant effect of
milnacipran. Hum Psychopharmacol 2008;23:121-8.

130. Tsai SJ, Gau YT, Hong CJ, et al. Sexually dimorphic effect of cate-
chol-O-methyltransferase val158met polymorphism on clinical re-
sponse to fluoxetine in major depressive patients. J Affect Disord
2009; 113:183-7.

131. Baune BT, Hohoff C, Berger K, et al. Association of the COMT
val158met variant with antidepressant treatment response in ma-
jor depression. Neuropsychopharmacology 2008;33:924-32.

132. Benedetti F, Colombo C, Pirovano A, et al. The catechol-O-methyl-
transferase Val(108/158)Met polymorphism affects antidepressant
response to paroxetine in a naturalistic setting. Psychopharmacology
(Berl) 2009;203:155-60.

133. Leuchter AF, McCracken JT, Hunter AM, et al. Monoamine oxi-
dase a and catechol-O-methyltransferase functional polymor-
phisms and the placebo response in major depressive disorder. 
J Clin Psychopharmacol 2009;29:372-7.

134. Perlis RH, Fijal B, Adams DH, et al. Variation in catechol-O-
methyltransferase is associated with duloxetine response in a clinic -
al trial for major depressive disorder. Biol Psychiatry 2009;65:785-91.

135. Hu J, Redden DT, Berrettini WH, et al. No evidence for a major
role of polymorphisms during bupropion treatment. Obesity (Silver
Spring) 2006;14:1863-7.

136. Berrettini WH, Wileyto EP, Epstein L, et al. Catechol-O-methyl-
transferase (COMT) gene variants predict response to bupropion
therapy for tobacco dependence. Biol Psychiatry 2007;61:111-8.

137. Davila R, Zumarraga M, Basterreche N, et al. Influence of the cate-
chol-O-methyltransferase Val108/158Met polymorphism on the
plasma concentration of catecholamine metabolites and on clinical
features in type I bipolar disorder — a preliminary report. J Affect
Disord 2006;92:277-81.

138. Sims KB, de la Chapelle A, Norio R, et al. Monoamine oxidase de-
ficiency in males with an X chromosome deletion. Neuron 1989;2:
1069-76.

139. Brunner HG, Nelen M, Breakefield XO, et al. Abnormal behavior
associated with a point mutation in the structural gene for mono -
amine oxidase A. Science 1993;262:578-80.

140. Maes M, Meltzer HY. The serotonin hypothesis of major depres-
sion. In: Bloom FE, Kupfer DJ, editors.Psychopharmacology: the fourth
generation of progress. New York (NY): Raven Press; 1995. p. 933-44.

141. Sabol SZ, Hu S, Hamer D. A functional polymorphism in the
monoamine oxidase A gene promoter. Hum Genet 1998;103:273-9.

142. Fowler JS, Alia-Klein N, Kriplani A, et al. Evidence that brain
MAO A activity does not correspond to MAO A genotype in
healthy male subjects. Biol Psychiatry 2007;62:355-8.

143. Newman TK, Syagailo YV, Barr CS, et al. Monoamine oxidase A
gene promoter variation and rearing experience influences aggres-
sive behavior in rhesus monkeys. Biol Psychiatry 2005;57:167-72.

144. Manuck SB, Flory JD, Ferrell RE, et al. A regulatory polymorphism
of the monoamine oxidase-A gene may be associated with

Porcelli et al.

106 J Psychiatry Neurosci 2011;36(2)

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 106



Pharmacogenetics of antidepressant response

J Psychiatry Neurosci 2011;36(2) 107

 variability in aggression, impulsivity, and central nervous system
serotonergic responsivity. Psychiatry Res 2000;95:9-23.

145. Preisig M, Ferrero F, Malafosse A. Monoamine oxidase a and tryp-
tophan hydroxylase gene polymorphisms: Are they associated
with bipolar disorder? Am J Pharmacogenomics 2005;5:45-52.

146. Bondy B, Buettner A, Zill P. Genetics of suicide. Mol Psychiatry
2006;11:336-51.

147. Serretti A, Mandelli L, Lorenzi C, et al. Temperament and charac-
ter in mood disorders: influence of DRD4, SERTPR, TPH and
MAO-A polymorphisms. Neuropsychobiology 2006;53:9-16.

148. Yu YW, Tsai SJ, Hong CJ, et al. Association study of a monoamine
oxidase a gene promoter polymorphism with major depressive
disorder and antidepressant response. Neuropsychopharmacology
2005;30:1719-23.

149. Parsian A. Sequence analysis of exon 8 of MAO-A gene in alco-
holics with antisocial personality and normal controls. Genomics
1999;55:290-5.

150. Tzeng DS, Chien CC, Lung FW, et al. MAOA gene polymorphisms
and response to mirtazapine in major depression. Hum 
Psychopharmacol 2009;24:293-300.

151. Domschke K, Hohoff C, Mortensen LS, et al. Monoamine oxidase
A variant influences antidepressant treatment response in female
patients with major depression. Prog Neuropsychopharmacol Biol
Psychiatry 2008;32:224-8.

152. Müller DJ, Schulze TG, Macciardi F, et al. Moclobemide response
in depressed patients: association study with a functional
 polymorphism in the monoamine oxidase-A promoter. 
Pharmacopsychiatry 2002;35:157-8.

153. Cusin C, Serretti A, Zanardi R, et al. Influence of monoamine oxy-
dase A and serotonin receptor 2A polymorphisms in SSRIs anti -
depressant activity. Int J Neuropsychopharmacol 2002;5:27-35.

154. Tadic A, Muller MJ, Rujescu D, et al. The MAOA T941G polymor-
phism and short-term treatment response to mirtazapine and
paroxetine in major depression. Am J Med Genet B Neuropsychiatr
Genet 2007;144B:325-31.

155. Yoshida K, Naito S, Takahashi H, et al. Monoamine oxidase A
gene polymorphism, 5-HT 2A receptor gene polymorphism and
incidence of nausea induced by fluvoxamine. Neuropsychobiology
2003;48:10-3.

156. Holmes A, Yang RJ, Lesch KP, et al. Mice lacking the serotonin
transporter exhibit 5-HT(1A) receptor-mediated abnormalities in
tests for anxiety-like behavior. Neuropsychopharmacology 2003;
28:2077-88.

157. Holmes A, Murphy DL, Crawley JN. Abnormal behavioral pheno-
types of serotonin transporter knockout mice: parallels with hu-
man anxiety and depression. Biol Psychiatry 2003;54:953-9.

158. Mirza NR, Nielsen EO, Troelsen KB. Serotonin transporter density
and anxiolytic-like effects of antidepressants in mice. Prog
 Neuropsychopharmacol Biol Psychiatry 2007;31:858-66.

159. Heils A, Teufel A, Petri S, et al. Allelic variation of human sero-
tonin trasporter gene expression. J Neurochem 1996;66:2621-4.

160. Serretti A, Calati R, Mandelli L, et al. Serotonin transporter gene
variants and behavior: a comprehensive review. Curr Drug Targets
2006;7:1659-69.

161. Serretti A, Kato M, De Ronchi D, et al. Meta-analysis of serotonin
transporter gene promoter polymorphism (5-HTTLPR) association
with selective serotonin reuptake inhibitor efficacy in depressed
patients. Mol Psychiatry 2007;12:247-57.

162. Serretti A, Mandelli L, Lorenzi C, et al. Serotonin transporter gene
influences the time course of improvement of “core” depressive
and somatic anxiety symptoms during treatment with SSRIs for re-
current mood disorders. Psychiatry Res 2007;149:185-93.

163. Smits K, Smits L, Peeters F, et al. Serotonin transporter polymor-
phisms and the occurrence of adverse events during treatment
with selective serotonin reuptake inhibitors. Int Clin Psychopharma-
col 2007;22:137-43.

164. Smeraldi E, Zanardi R, Benedetti F, et al. Polymorphism within the
promoter of the serotonin transporter gene and antidepressant ef-
ficacy of fluvoxamine. Mol Psychiatry 1998;3:508-11.

165. Zanardi R, Benedetti F, DiBella D, et al. Efficacy of paroxetine in
depression is influenced by a functional polymorphism within the
promoter of serotonin transporter gene. J Clin Psychopharmacol
2000;20:105-7.

166. Zanardi R, Serretti A, Rossini D, et al. Factors affecting fluvoxamine
antidepressant activity: influence of pindolol and 5-HTTLPR in delu-
sional and nondelusional depression. Biol Psychiatry 2001;50: 323-30.

167. Pollock BG, Ferrell RE, Mulsant BH, et al. Allelic variation in the
serotonin transporter promoter affects onset of paroxetine treat-
ment response in late-life depression. Neuropsychopharmacology
2000;23:587-90.

168. Rausch JL, Johnson ME, Fei Y-J, et al. Initial conditions of sero-
tonin transporter kinetics and genotype: influence on ssri treat-
ment trial outcome. Biol Psychiatry 2002;51:723-32.

169. Arias B, Catalan R, Gasto C, et al. 5-HTTLPR polymorphism of the
serotonin transporter gene predicts non-remission in major de-
pression patients treated with citalopram in a 12-weeks follow up
study. J Clin Psychopharmacol 2003;23:563-7.

170. Joyce PR, Mulder RT, Luty SE, et al. Age-dependent antidepres-
sant pharmacogenomics: polymorphisms of the serotonin trans-
porter and G protein beta3 subunit as predictors of response to flu-
oxetine and nortriptyline. Int J Neuropsychopharmacol 2003;6:339-46.

171. Murphy GM Jr, Hollander SB, Rodrigues HE, et al. Effects of the
serotonin transporter gene promoter polymorphism on mirtazap-
ine and paroxetine efficacy and adverse events in geriatric major
depression. Arch Gen Psychiatry 2004;61:1163-9.

172. Durham LK, Webb SM, Milos PM, et al. The serotonin transporter
polymorphism, 5HTTLPR, is associated with a faster response
time to sertraline in an elderly population with major depressive
disorder. Psychopharmacology (Berl) 2004;174:525-9.

173. Bozina N, Peles AM, Sagud M, et al. Association study of paroxe-
tine therapeutic response with SERT gene polymorphisms in pa-
tients with major depressive disorder. World J Biol Psychiatry 2008;9:
190-7.

174. Huezo-Diaz P, Uher R, Smith R, et al. Moderation of antidepres-
sant response by the serotonin transporter gene. Br J Psychiatry
2009;195:30-8.

175. Mrazek DA, Rush AJ, Biernacka JM, et al. SLC6A4 variation and
citalopram response. Am J Med Genet B Neuropsychiatr Genet
2009;150B:341-51.

176. Minov C, Baghai TC, Schule C, et al. Serotonin-2A-receptor and
transporter polymorphisms: lack of association in patients with
major depression. Neurosci Lett 2001;303:119-22.

177. Hu XZ, Rush AJ, Charney D, et al. Association between a func-
tional serotonin transporter promoter polymorphism and citalo-
pram treatment in adult outpatients with major depression. Arch
Gen Psychiatry 2007;64:783-92.

178. Dogan O, Yuksel N, Ergun MA, et al. Serotonin transporter gene
polymorphisms and sertraline response in major depression pa-
tients. Genet Test 2008;12:225-31.

179. Wilkie MJ, Smith G, Day RK, et al. Polymorphisms in the SLC6A4
and HTR2A genes influence treatment outcome following anti -
depressant therapy. Pharmacogenomics J 2009;9:61-70.

180. Maron E, Tammiste A, Kallassalu K, et al. Serotonin transporter
promoter region polymorphisms do not influence treatment re-
sponse to escitalopram in patients with major depression. Eur 
Neuropsychopharmacol 2009;19:451-6.

181. Kang R-H, Wong M-L, Choi M-J, et al. Association study of the
serotonin transporter promoter polymorphism and mirtazapine
antidepressant response in major depressive disorder. Prog 
Neuropsychopharmacol Biol Psychiatry 2007;31:1317-21.

182. Kim DK, Lim SW, Lee S, et al. Serotonin transporter gene poly-
morphism and antidepressant response. Neuroreport 2000;11:215-9.

183. Yoshida K, Ito K, Sato K, et al. Influence of the serotonin trans-
porter gene-linked polymorphic region on the antidepressant re-
sponse to fluvoxamine in Japanese depressed patients. Prog 
Neuro psychopharmacol Biol Psychiatry 2002;26:383-6.

184. Kim H, Lim SW, Kim S, et al. Monoamine transporter gene poly-
morphisms and antidepressant response in koreans with late-life
depression. JAMA 2006;296:1609-18.

185. Yoshida K, Takahashi H, Higuchi H, et al. Prediction of anti -
depressant response to milnacipran by norepinephrine transporter
gene polymorphisms. Am J Psychiatry 2004;161:1575-80.

186. Yoshimura R, Umene-Nakano W, Suzuki A, et al. Rapid response
to paroxetine is associated with plasma paroxetine levels at 4 but
not 8 weeks of treatment, and is independent of serotonin trans-
porter promoter polymorphism in Japanese depressed patients.
Hum Psychopharmacol 2009;24:489-94.

187. Yu YW, Tsai SJ, Chen TJ, et al. Association study of the serotonin
transporter promoter polymorphism and symptomatology and
 antidepressant response in major depressive disorders. Mol 
Psychiatry 2002;7:1115-9.

188. Lee MS, Lee HY, Lee HJ, et al. Serotonin transporter promoter

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 107



gene polymorphism and long-term outcome of antidepressant
treatment. Psychiatr Genet 2004;14:111-5.

189. Kato M, Ikenaga Y, Wakeno M, et al. Controlled clinical compari-
son of paroxetine and fluvoxamine considering the serotonin
transporter promoter polymorphism. Int Clin Psychopharmacol
2005;20:151-6.

190. Kato M, Fukuda T, Wakeno M, et al. Effects of the serotonin type
2A, 3A and 3B receptor and the serotonin transporter genes on
paroxetine and fluvoxamine efficacy and adverse drug reactions in
depressed Japanese patients. Neuropsychobiology 2006;53:186-95.

191. Min W, Li T, Ma X, et al. Monoamine transporter gene polymor-
phisms affect susceptibility to depression and predict antidepres-
sant response. Psychopharmacology (Berl) 2009;205:409-17.

192. Lotrich FE, Pollock BG, Kirshner M, et al. Serotonin transporter
genotype interacts with paroxetine plasma levels to influence de-
pression treatment response in geriatric patients. J Psychiatry 
Neurosci 2008;33:123-30.

193. Stamm TJ, Adli M, Kirchheiner J, et al. Serotonin transporter gene
and response to lithium augmentation in depression. Psychiatr
Genet 2008;18:92-7.

194. Benedetti F, Barbini B, Bernasconi A, et al. Lithium overcomes the
influence of 5-HTTLPR gene polymorphism on antidepressant re-
sponse to sleep deprivation. J Clin Psychopharmacol 2008;28:249-51.

195. Walderhaug E, Magnusson A, Neumeister A, et al. Interactive ef-
fects of sex and 5-HTTLPR on mood and impulsivity during tryp-
tophan depletion in healthy people. Biol Psychiatry 2007;62:593-9.

196. Oberlander TF, Bonaguro RJ, Misri S, et al. Infant serotonin trans-
porter (SLC6A4) promoter genotype is associated with adverse
neonatal outcomes after prenatal exposure to serotonin reuptake
inhibitor medications. Mol Psychiatry 2008;13:65-73.

197. Hu X, Oroszi G, Chun J, et al. An expanded evaluation of the rela-
tionship of four alleles to the level of response to alcohol and the
alcoholism risk. Alcohol Clin Exp Res 2005;29:8-16.

198. Ogilvie AD, Battersby S, Bubb VJ, et al. Polymorphism in sero-
tonin transporter gene associated with susceptibility to major de-
pression. Lancet 1996;347:731-3.

199. MacKenzie A, Quinn J. A serotonin transporter gene intron 2 poly-
morphic region, correlated with affective disorders, has allele-
 dependent differential enhancer-like properties in the mouse em-
bryo. Proc Natl Acad Sci U S A 1999;96:15251-5.

200. Gutierrez B, Pintor L, Gasto C, et al. Variability in the serotonin
transporter gene and increased risk for major depression with
melancholia. Hum Genet 1998;103:319-22.

201. Gaysina D, Zainullina A, Gabdulhakov R, et al. The serotonin
transporter gene: polymorphism and haplotype analysis in Russian
suicide attempters. Neuropsychobiology 2006;54:70-4.

202. Lopez de Lara C, Dumais A, Rouleau G, et al. STin2 variant and
family history of suicide as significant predictors of suicide com-
pletion in major depression. Biol Psychiatry 2006;59:114-20.

203. Hranilovic D, Stefulj J, Schwab S, et al. Serotonin transporter pro-
moter and intron 2 polymorphisms: relationship between allelic
variants and gene expression. Biol Psychiatry 2004;55:1090-4.

204. Smits KM, Smits LJ, Schouten JS, et al. Influence of SERTPR and
STin2 in the serotonin transporter gene on the effect of selective
serotonin reuptake inhibitors in depression: a systematic review.
Mol Psychiatry 2004;9:433-41.

205. Ito K, Yoshida K, Sato K, et al. A variable number of tandem re-
peats in the serotonin transporter gene does not affect the anti -
depressant response to fluvoxamine. Psychiatry Res 2002;111:235-9.

206. Popp J, Leucht S, Heres S, et al. Serotonin transporter polymor-
phisms and side effects in antidepressant therapy — a pilot study.
Pharmacogenomics 2006;7:159-66.

207. Kraft JB, Slager SL, McGrath PJ, et al. Sequence analysis of the
serotonin transporter and associations with antidepressant re-
sponse. Biol Psychiatry 2005;58:374-81.

208. Smeraldi E, Serretti A, Artioli P, et al. Serotonin transporter gene-
linked polymorphic region: possible pharmacogenetic implications
of rare variants. Psychiatr Genet 2006;16:153-8.

209. Wendland JR, Kruse MR, Cromer KC, et al. A large case–control
study of common functional SLC6A4 and BDNF variants in obsessive-
compulsive disorder. Neuropsychopharmacology 2007.

210. Wendland JR, Martin BJ, Kruse MR, et al. Simultaneous genotyping
of four functional loci of human SLC6A4, with a reappraisal of 
5-HTTLPR and rs25531. Mol Psychiatry 2006;11:224-6.

211. Rasmussen HB, Werge TM. Novel procedure for genotyping of the
human serotonin transporter gene-linked polymorphic region 

(5-HTTLPR) — a region with a high level of allele diversity. 
Psychiatr Genet 2007;17:287-91.

212. Smits KM, Smits LJ, Schouten JS, et al. Does pretreatment testing
for serotonin transporter polymorphisms lead to earlier effects of
drug treatment in patients with major depression? A decision-
 analytic model. Clin Ther 2007;29:691-702.

213. Gressier F, Bouaziz E, Verstuyft C, et al. 5-HTTLPR modulates
anti depressant efficacy in depressed women. Psychiatr Genet
2009;19: 195-200.

214. Capozzo MA, Schillani G, Aguglia E, et al. Serotonin transporter 
5-HTTLPR polymorphism and response to citalopram in terminally
ill cancer patients: report of twenty-one cases. Tumori 2009;95:479-83.

215. Ferreira Ade D, Neves FS, da Rocha FF, et al. The role of 5-HTTLPR
polymorphism in antidepressant-associated mania in bi  polar dis-
order. J Affect Disord 2009;112:267-72.

216. Schillani G, Capozzo MA, Aguglia E, et al. 5-HTTLPR polymor-
phism of serotonin transporter and effects of sertraline in terminally
ill cancer patients: report of eleven cases. Tumori 2008;94:563-7.

217. Tanaka M, Kobayashi D, Murakami Y, et al. Genetic polymor-
phisms in the 5-hydroxytryptamine type 3B receptor gene and
paroxetine-induced nausea. Int J Neuropsychopharmacol 2008;
11:261-7.

218. Kirchheiner J, Nickchen K, Sasse J, et al. A 40-basepair VNTR poly-
morphism in the dopamine transporter (DAT1) gene and the rapid 
response to antidepressant treatment. Pharmacogenomics J 2007;7:48-55.

219. Kronenberg S, Apter A, Brent D, et al. Serotonin transporter poly-
morphism (5-HTTLPR) and citalopram effectiveness and side ef-
fects in children with depression and/or anxiety disorders. J Child
Adolesc Psychopharmacol 2007;17:741-50.

220. Masoliver E, Menoyo A, Perez V, et al. Serotonin transporter
linked promoter (polymorphism) in the serotonin transporter gene
may be associated with antidepressant-induced mania in bipolar
disorder. Psychiatr Genet 2006;16:25-9.

221. Ng CH, Easteal S, Tan S, et al. Serotonin transporter polymor-
phisms and clinical response to sertraline across ethnicities. Prog
Neuropsychopharmacol Biol Psychiatry 2006;30:953-7.

222. Arias B, Catalan R, Gasto C, et al. Evidence for a combined genetic
effect of the 5-HT1A receptor and serotonin transporter genes in
the clinical outcome of major depressive patients treated with
citalopram. J Psychopharmacol 2005;19:166-72.

223. Serretti A, Artioli P, Zanardi R, et al. Genetic features of anti -
depressant induced mania and hypo-mania in bipolar disorder.
Psychopharmacology (Berl) 2004;174:504-11.

224. Perlis RH, Mischoulon D, Smoller JW, et al. Serotonin transporter
polymorphisms and adverse effects with fluoxetine treatment. Biol
Psychiatry 2003;54:879-83.

225. Rousseva A, Henry C, Van Den Bulke D, et al. Antidepressant-
induced mania, rapid cycling and the serotonin transporter gene
polymorphism. Pharmacogenomics J 2003;3:101-4.

226. Arias B, Catalan R, Gasto C, et al. Genetic variability in the pro-
moter region of the serotonin transporter gene is associated with
clinical remission of major depression after long term treatment
with citalopram. World J Biol Psychiatry 2001;2(suppl 1):9S.

227. Mundo E, Walker M, Cate T, et al. The role of serotonin trans-
porter protein gene in antidepressant-induced mania in bipolar
disorder. Arch Gen Psychiatry 2001;58:539-44.

228. Kim CH, Hahn MK, Joung Y, et al. A polymorphism in the norepi-
nephrine transporter gene alters promoter activity and is associ-
ated with attention-deficit hyperactivity disorder. Proc Natl Acad
Sci U S A 2006;103:19164-9.

229. Hahn MK, Mazei-Robinson MS, Blakely RD. Single nucleotide
polymorphisms in the human norepinephrine transporter gene af-
fect expression, trafficking, antidepressant interaction, and protein
kinase C regulation. Mol Pharmacol 2005;68:457-66.

230. Uher R, Huezo-Diaz P, Perroud N, et al. Genetic predictors of re-
sponse to antidepressants in the GENDEP project. Pharmacogenomics
J 2009;9:225-33.

231. Giros B, el Mestikawy S, Godinot N, et al. Cloning, pharmacological
characterization, and chromosome assignment of the human
dopamine transporter. Mol Pharmacol 1992;42:383-90.

232. Fuke S, Suo S, Takahashi N, et al. The VNTR polymorphism of the
human dopamine transporter (DAT1) gene affects gene expres-
sion. Pharmacogenomics J 2001;1:152-6.

233. Hunnerkopf R, Strobel A, Gutknecht L, et al. Interaction between
BDNF Val66Met and dopamine transporter gene variation influences
anxiety-related traits. Neuropsychopharmacology 2007;32:2552-60.

Porcelli et al.

108 J Psychiatry Neurosci 2011;36(2)

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 108



Pharmacogenetics of antidepressant response

J Psychiatry Neurosci 2011;36(2) 109

234. O’Gara C, Stapleton J, Sutherland G, et al. Dopamine transporter
polymorphisms are associated with short-term response to smok-
ing cessation treatment. Pharmacogenet Genomics 2007;17:61-7.

235. Perez V, Gilaberte I, Faries D, et al. Randomised, double-blind,
placebo-controlled trial of pindolol in combination with fluoxetine
antidepressant treatment. Lancet 1997;349:1594-7.

236. Stockmeier CA, Shapiro LA, Dilley GE, et al. Increase in serotonin-
1A autoreceptors in the midbrain of suicide victims with major de-
pression — postmortem evidence for decreased serotonin activity.
J Neurosci 1998;18:7394-401.

237. Lemonde S, Turecki G, Bakish D, et al. Impaired trans-repression
at a 5-HT1A receptor gene polimorphism associated with major
depression and suicide. J Neurosci 2003;23:8788-99.

238. Albert PR, Lemonde S. 5-HT1A receptors, gene repression, and de-
pression: guilt by association. Neuroscientist 2004;10:575-93.

239. Kato M, Fukuda T, Wakeno M, et al. Effect of 5-HT1A gene poly-
morphisms on antidepressant response in major depressive dis -
order. Am J Med Genet B Neuropsychiatr Genet 2009;150B:115-23.

240. Serretti A, Artioli P, Lorenzi C, et al. The C(-1019)G polymorphism
of the 5-HT1A gene promoter and antidepressant response in
mood disorders: preliminary findings. Int J Neuropsychopharmacol
2004; 7:453-60.

241. Lemonde S, Du L, Bakish D, et al. Association of the C(1019)G 
5-HT1A functional promoter polymorphism with antidepressant
response. Int J Neuropsychopharmacol 2004;7:501-6.

242. Parsey RV, Olvet DM, Oquendo MA, et al. Higher 5-HT1A recep-
tor binding potential during a major depressive episode predicts
poor treatment response: preliminary data from a naturalistic
study. Neuropsychopharmacology 2006;31:1745-9.

243. Levin GM, Bowles TM, Ehret MJ, et al. Assessment of human sero-
tonin 1A receptor polymorphisms and SSRI responsiveness. Mol
Diagn Ther 2007;11:155-60.

244. Yu YW, Tsai SJ, Liou YJ, et al. Association study of two serotonin 1A
receptor gene polymorphisms and fluoxetine treatment response in
Chinese major depressive disorders. Eur Neuropsychopharmacol
2006;16:498-503.

245. Baune BT, Hohoff C, Roehrs T, et al. Serotonin receptor 1A
1019C/G variant: Impact on antidepressant pharmacoresponse in
melancholic depression? Neurosci Lett 2008;436:111-5.

246. Suzuki Y, Sawamura K, Someya T. The effects of a 5-hydroxytrypt-
amine 1A receptor gene polymorphism on the clinical response to
fluvoxamine in depressed patients. Pharmacogenomics J 2004;4:283-6.

247. Bhagwagar Z, Hinz R, Taylor M, et al. Increased 5-HT(2A) recep-
tor binding in euthymic, medication-free patients recovered from
depression: a positron emission study with [(11)C]MDL 100,907.
Am J Psychiatry 2006;163:1580-7.

248. Yatham LN, Liddle PF, Dennie J, et al. Decrease in brain serotonin
2 receptor binding in patients with major depression following de-
sipramine treatment — a positron emission tomography study with
fluorine-18-labeled setoperone. Arch Gen Psychiatry 1999;56:705-11.

249. Meyer JH, Kapur S, Eisfeld B, et al. The effect of paroxetine on 
5-HT2A receptors in depression: an [18F]setoperone PET imaging
study. Am J Psychiatry 2001;158:78-85.

250. Yamauchi M, Takako M, Tetsuya M, et al. Desensitization of 
5-HT2A receptor function by chronic administration of selective
serotonin reuptake inhibitors. Brain Res 2005;1067:164-9.

251. Newton RA, Phipps SL, Flanigan TP, et al. Characterisation of hu-
man 5-hydroxytryptamine2A and 5-hydroxytryptamine2C recep-
tors expressed in the human neuroblastoma cell line SH-SY5Y:
comparative stimulation by hallucinogenic drugs. J Neurochem
1996;67:2521-31.

252. Maj J, Bijak M, Dziedzicka-Wasylewska M, et al. The effects of
paroxetine given repeatedly on the 5-HT receptor subpopulations
in the rat brain. Psychopharmacology (Berl) 1996;127:73-82.

253. Hemrick-Luecke SK, Snoddy HD, Fuller RW. Evaluation of nefa-
zodone as a serotonin uptake inhibitor and a serotonin antagonist
in vivo. Life Sci 1994;55:479-83.

254. Hrdina PD, Vu TB. Chronic fluoxetine treatment upregulates 5-HT
uptake sites and 5-HT2 receptors in rat brain: an autoradiographic
study. Synapse 1993;14:324-31.

255. Akin D, Manier DH, Sanders-Bush E, et al. Signal transduction 
abnormalities in melancholic depression. Int J Neuropsychopharmacol
2005;8:5-16.

256. Skrebuhhova T, Allikmets L, Matto V. Effects of anxiogenic drugs
in rat forced swimming test. Methods Find Exp Clin Pharmacol
1999;21:173-8.

257. Choi MJ, Kang RH, Ham BJ, et al. Serotonin receptor 2A gene
polymorphism (-1438A/G) and short-term treatment response to
citalopram. Neuropsychobiology 2005;52:155-62.

258. Sato K, Yoshida K, Takahashi H, et al. Association between
1438G/A promoter polymorphism in the 5-HT(2A) receptor gene
and fluvoxamine response in Japanese patients with major depres-
sive disorder. Neuropsychobiology 2002;46:136-40.

259. Spurlock G, Heils A, Holmans P, et al. A family based association
study of T102C polymorphism in 5HT2A and schizophrenia plus
identification of new polymorphisms in the promoter. Mol Psychiatry
1998;3:42-9.

260. McMahon FJ, Buervenich S, Charney D, et al. Variation in the gene
encoding the serotonin 2A receptor is associated with outcome of
antidepressant treatment. Am J Hum Genet 2006;78:804-14.

261. Horstmann S, Lucae S, Menke A, et al. Association of GRIK4 and
HTR2A genes with antidepressant treatment in the MARS cohort
of depressed inpatients [poster]. Eur Neuropsychopharmacol 2008;18:
S214-5.

262. Kang RH, Choi MJ, Paik JW, et al. Effect of serotonin receptor 2A
gene polymorphism on mirtazapine response in major depression.
Int J Psychiatry Med 2007;37:315-29.

263. Bishop JR, Moline J, Ellingrod VL, et al. Serotonin 2A -1438 G/A
and G-protein Beta3 subunit C825T polymorphisms in patients
with depression and SSRI-associated sexual side-effects. 
Neuropsychopharmacology 2006;31:2281-8.

264. Tzvetkov MV, Meineke C, Oetjen E, et al. Tissue-specific alterna-
tive promoters of the serotonin receptor gene HTR3B in human
brain and intestine. Gene 2007;386:52-62.

265. Tremblay PB, Kaiser R, Sezer O, et al. Variations in the 5-hydroxy -
tryptamine type 3B receptor gene as predictors of the efficacy of
antiemetic treatment in cancer patients. J Clin Oncol 2003;21:2147-55.

266. Sugai T, Suzuki Y, Sawamura K, et al. The effect of 5-hydroxy -
tryptamine 3A and 3B receptor genes on nausea induced by parox-
etine. Pharmacogenomics J 2006;6:351-6.

267. Kohen R, Metcalf MA, Khan N, et al. Cloning, characterization,
and chromosomal localization of a human 5-HT6 serotonin recep-
tor. J Neurochem 1996;66:47-56.

268. Ballaz SJ, Akil H, Watson SJ. Analysis of 5-HT6 and 5-HT7 recep-
tor gene expression in rats showing differences in novelty-seeking
behavior. Neuroscience 2007;147:428-38.

269. Mitchell ES, Sexton T, Neumaier JF. Increased expression of 5-HT6
receptors in the rat dorsomedial striatum impairs instrumental
learning. Neuropsychopharmacology 2007;32:1520-30.

270. Svenningsson P, Tzavara ET, Qi H, et al. Biochemical and behav-
ioral evidence for antidepressant-like effects of 5-HT6 receptor
stimulation. J Neurosci 2007;27:4201-9.

271. Wesolowska A, Nikiforuk A. Effects of the brain-penetrant and se-
lective 5-HT6 receptor antagonist SB-399885 in animal models of
anxiety and depression. Neuropharmacology 2007;52:1274-83.

272. Purohit A, Herrick-Davis K, Teitler M. Creation, expression, and
characterization of a constitutively active mutant of the human
serotonin 5-HT6 receptor. Synapse 2003;47:218-24.

273. Wu WH, Huo SJ, Cheng CY, et al. Association study of the 
5-HT(6) receptor polymorphism (C267T) and symptomatology
and anti depressant response in major depressive disorders. 
Neuropsychobiology 2001;44:172-5.

274. Lee SH, Lee KJ, Lee HJ, et al. Association between the 5-HT6 re-
ceptor C267T polymorphism and response to antidepressant treat-
ment in major depressive disorder. Psychiatry Clin Neurosci 2005;
59:140-5.

275. Okamura K, Shirakawa O, Nishiguchi N, et al. Lack of an associa-
tion between 5-HT receptor gene polymorphisms and suicide vic-
tims. Psychiatry Clin Neurosci 2005;59:345-9.

276. Crissman AM, Makhay MM, O’Donnell JM. Discriminative stimu-
lus effects of centrally administered isoproterenol in rats: media-
tion by beta-1 adrenergic receptors. Psychopharmacology (Berl)
2001;154:70-5.

277. Crowley JJ, Brodkin ES, Blendy JA, et al. Pharmacogenomic evalu-
ation of the antidepressant citalopram in the mouse tail suspen-
sion test. Neuropsychopharmacology 2006;31:2433-42.

278. Kirigiti P, Yang YF, Li X, et al. Rat beta 1-adrenergic receptor regu-
latory region containing consensus AP-2 elements recognizes novel
transactivator proteins. Mol Cell Biol Res Commun 2000;3:181-92.

279. Xu J, He J, Castleberry AM, et al. Heterodimerization of alpha 2A-
and beta 1-adrenergic receptors. J Biol Chem 2003;278:10770-7.

280. Yang-Feng TL, Xue FY, Zhong WW, et al. Chromosomal

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 109



 organization of adrenergic receptor genes. Proc Natl Acad Sci U S A
1990;87: 1516-20.

281. Mason DA, Moore JD, Green SA, et al. A gain-of-function poly-
morphism in a G-protein coupling domain of the human beta1-
adrenergic receptor. J Biol Chem 1999;274:12670-4.

282. Zill P, Baghai TC, Engel R, et al. Beta-1-adrenergic receptor gene in
major depression: influence on antidepressant treatment response.
Am J Med Genet 2003;120B:85-9.

283. Geracitano R, Federici M, Bernardi G, et al. On the effects of psy-
chostimulants, antidepressants, and the antiparkinsonian drug
levodopa on dopamine neurons. Ann N Y Acad Sci 2006;1074:320-9.

284. Landen M, Thase ME. A model to explain the therapeutic effects 
of serotonin reuptake inhibitors: the role of 5-HT2 receptors. 
Psychopharmacol Bull 2006;39:147-66.

285. Usiello A, Baik JH, Rouge-Pont F, et al. Distinct functions of the
two isoforms of dopamine D2 receptors. Nature 2000;408:199-203.

286. Willner P, Hale AS, Argyropoulos S. Dopaminergic mechanism of
antidepressant action in depressed patients. J Affect Disord 2005;
86:37-45.

287. Dziedzicka-Wasylewska M, Solich J. Neuronal cell lines trans-
fected with the dopamine D2 receptor gene promoter as a model
for studying the effects of antidepressant drugs. Brain Res Mol
Brain Res 2004;128:75-82.

288. Robinson JD, Lam CY, Minnix JA, et al. The DRD2 TaqI-B poly-
morphism and its relationship to smoking abstinence and with-
drawal symptoms. Pharmacogenomics J 2007;7:266-74.

289. Itokawa M, Arinami T, Futamura N, et al. A structural polymor-
phism of human dopamine D2 receptor, D2(Ser311–>Cys). Biochem
Biophys Res Commun 1993;196:1369-75.

290. Serretti A, Zanardi R, Cusin C, et al. No association between
dopamine D2 and D4 receptor gene variants and antidepressant
activity of two selective serotonin reuptake inhibitors. Psychiatry
Res 2001;104:195-203.

291. Benedetti F, Serretti A, Colombo C, et al. Dopamine receptor D2
and D3 gene variants are not associated with the antidepressant ef-
fect of total sleep deprivation in bipolar depression. Psychiatry Res
2003;118:241-7.

292. Van Tol HH, Bunzow JR, Guan HC, et al. Cloning of the gene for a
human dopamine D4 receptor with high affinity for the antipsy-
chotic clozapine. Nature 1991;350:610-4.

293. Ebstein RP, Novick O, Umansky R, et al. Dopamine D4 receptor
(D4DR) exon III polymorphism associated with the human person-
ality trait of novelty seeking. Nat Genet 1996;12:78-80.

294. Benjamin J, Li L, Patterson C, et al. Population and familial associ-
ation between the D4 dopamine receptor gene and measures of
novelty seeking. Nat Genet 1996;12:81-4.

295. Gelernter J, Kranzler H, Coccaro E, et al. D4 dopamine-receptor
(DRD4) alleles and novelty seeking in substance-dependent,
 personality-disorder, and control subjects. Am J Hum Genet 1997;
61: 1144-52.

296. Malhotra AK, Goldman D. The dopamine D(4) receptor gene and
novelty seeking. Am J Psychiatry 2000;157:1885-6.

297. Serretti A, Benedetti F, Colombo C, et al. Dopamine receptor D4 is
not associated with antidepressant activity of sleep deprivation.
Psychiatry Res 1999;89:107-14.

298. Garriock HA, Delgado P, Kling MA, et al. Number of risk geno-
types is a risk factor for major depressive disorder: a case–control
study. Behav Brain Funct 2006;2:24.

299. Wess J. Molecular basis of receptor/G-protein-coupling selectivity.
Pharmacol Ther 1998;80:231-64.

300. Chen G, Hasanat KA, Bebchuk JM, et al. Regulation of signal
transduction pathways and gene expression by mood stabilizers
and antidepressants. Psychosom Med 1999;61:599-617.

301. Siffert W, Rosskopf D, Siffert G, et al. Association of a human 
G-protein beta3 subunit variant with hypertension. Nat Genet 1998;
18:45-8.

302. Ruiz-Velasco V, Ikeda SR. A splice variant of the G protein beta 
3-subunit implicated in disease states does not modulate ion chan-
nels. Physiol Genomics 2003;13:85-95.

303. Zill P, Baghai TC, Zwanzger P, et al. Evidence for an association
between a G-protein beta3-gene variant with depression and re-
sponse to antidepressant treatment. Neuroreport 2000;11:1893-7.

304. Serretti A, Lorenzi C, Cusin C, et al. SSRIs antidepressant activity
is influenced by Gbeta3 variants. Eur Neuropsychopharmacol 2003;
13:117-22.

305. Lee HJ, Cha JH, Ham BJ, et al. Association between a G-protein

beta3 subunit gene polymorphism and the symptomatology and
treatment responses of major depressive disorders. Pharmacogenomics
J 2004;4:29-33.

306. Wilkie MJ, Smith D, Reid IC, et al. A splice site polymorphism in
the G-protein beta subunit influences antidepressant efficacy in
depression. Pharmacogenet Genomics 2007;17:207-15.

307. Kang RH, Hahn SW, Choi MJ, et al. Relationship between G-protein
beta-3 subunit C825T polymorphism and mirtazapine responses in
Korean patients with major depression. Neuropsychobiology 2007;
56:1-5.

308. Kato M, Wakeno M, Okugawa G, et al. Antidepressant response
and intolerance to SSRI is not influenced by G-protein beta3 sub-
unit gene C825T polymorphism in Japanese major depressive pa-
tients. Prog Neuropsychopharmacol Biol Psychiatry 2008;32:1041-4.

309. Holsboer F. The corticosteroid receptor hypothesis of depression.
Neuropsychopharmacology 2000;23:477-501.

310. Liu ZC, Luo XN, Wang GH. Corticotropin-releasing factor and
major depression. Foreign Medical Sciences (Section Of Psychiatry)
2002:156-8.

311. Nemeroff CB, Widerlov E, Bissette G, et al. Elevated concentra-
tions of CSF corticotropin-releasing factor-like immunoreactivity
in depressed patients. Science 1984;226:1342-4.

312. Nemeroff CB, Owens MJ, Bissette G, et al. Reduced corticotropin
releasing factor binding sites in the frontal cortex of suicide vic-
tims. Arch Gen Psychiatry 1988;45:577-9.

313. Raadsheer FC, Hoogendijk WJ, Stam FC, et al. Increased numbers
of corticotropin-releasing hormone expressing neurons in the hy-
pothalamic paraventricular nucleus of depressed patients. 
Neuroendocrinology 1994;60:436-44.

314. Brady LS, Gold PW, Herkenham M, et al. The antidepressants flu-
oxetine, idazoxan and phenelzine alter corticotropin-releasing hor-
mone and tyrosine hydroxylase mRNA levels in rat brain: thera-
peutic implications. Brain Res 1992;572:117-25.

315. Gold PW, Chrousos GP. Organization of the stress system and its
dysregulation in melancholic and atypical depression: high vs low
CRH/NE states. Mol Psychiatry 2002;7:254-75.

316. Michelson D, Galliven E, Hill L, et al. Chronic imipramine is associ-
ated with diminished hypothalamic-pituitary-adrenal axis respon-
sivity in healthy humans. J Clin Endocrinol Metab 1997;82:2601-6.

317. Van Pett K, Viau V, Bittencourt JC, et al. Distribution of mRNAs
encoding CRF receptors in brain and pituitary of rat and mouse. 
J Comp Neurol 2000;428:191-212.

318. Sakai K, Yamada M, Horiba N, et al. The genomic organization of
the human corticotropin-releasing factor type-1 receptor. Gene
1998;  219:125-30.

319. Seymour PA, Schmidt AW, Schulz DW. The pharmacology of CP-
154,526, a non-peptide antagonist of the CRH1 receptor: a review.
CNS Drug Rev 2003;9:57-96.

320. Overstreet DH, Griebel G. Antidepressant-like effects of CRF1 re-
ceptor antagonist SSR125543 in an animal model of depression.
Eur J Pharmacol 2004;497:49-53.

321. Kehne JH. The CRF1 receptor, a novel target for the treatment of de-
pression, anxiety, and stress-related disorders. CNS Neurol Disord
Drug Targets 2007;6:163-82.

322. Licinio J, O’Kirwan F, Irizarry K, et al. Association of a cortico -
tropin-releasing hormone receptor 1 haplotype and antidepressant
treatment response in Mexican-Americans. Mol Psychiatry
2004;9:1075-82.

323. Liu Z, Zhu F, Wang G, et al. Association study of corticotropin-
 releasing hormone receptor1 gene polymorphisms and antidepres-
sant response in major depressive disorders. Neurosci Lett 2007;414:
155-8.

324. Papiol S, Arias B, Gasto C, et al. Genetic variability at HPA axis in
major depression and clinical response to antidepressant treat-
ment. J Affect Disord 2007;104:83-90.

325. Muller M, Renkawitz R. The glucocorticoid receptor. Biochim 
Biophys Acta 1991;1088:171-82.

326. Binder EB, Salyakina D, Lichtner P, et al. Polymorphisms in FKBP5
are associated with increased recurrence of depressive episodes
and rapid response to antidepressant treatment. Nat Genet 2004;36:
1319-25.

327. Tsai SJ, Hong CJ, Chen TJ, et al. Lack of supporting evidence for a
genetic association of the FKBP5 polymorphism and response to
antidepressant treatment. Am J Med Genet B Neuropsychiatr Genet
2007;144B:1097-8.

328. van Rossum EF, Binder EB, Majer M, et al. Polymorphisms of the

Porcelli et al.

110 J Psychiatry Neurosci 2011;36(2)

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 110



Pharmacogenetics of antidepressant response

J Psychiatry Neurosci 2011;36(2) 111

glucocorticoid receptor gene and major depression. Biol Psychiatry
2006;59:681-8.

329. Lekman M, Laje G, Charney D, et al. The FKBP5-gene in depres-
sion and treatment response — an association study in the Se-
quenced Treatment Alternatives to Relieve Depression (STAR*D)
cohort. Biol Psychiatry 2008;63:1103-10.

330. Kirchheiner J, Lorch R, Lebedeva E, et al. Genetic variants in
FKBP5 affecting response to antidepressant drug treatment. 
Pharmacogenomics 2008;9:841-6.

331. Jezova D, Ochedalski T, Kiss A, et al. Brain angiotensin II modu-
lates sympathoadrenal and hypothalamic pituitary adrenocortical
activation during stress. J Neuroendocrinol 1998;10:67-72.

332. Kramer MS, Cutler N, Feighner J, et al. Distinct mechanism for
anti depressant activity by blockade of central substance P recep-
tors. Science 1998;281:1640-5.

333. Nutt D. Substance-P antagonists: A new treatment for depression?
Lancet 1998;352:1644-6.

334. Shirayama Y, Mitsushio H, Takashima M, et al. Reduction of sub-
stance P after chronic antidepressants treatment in the striatum,
substantia nigra and amygdala of the rat. Brain Res 1996;739:70-8.

335. Rigat B, Hubert C, Alhenc-Gelas F, et al. An insertion/deletion
polymorphism in the angiotensin I-converting enzyme gene ac-
counting for half the variance of serum enzyme levels. J Clin Invest
1990;86:1343-6.

336. Arinami T, Li L, Mitsushio H, et al. An insertion/deletion poly-
morphism in the angiotensin converting enzyme gene is associ-
ated with both brain substance P contents and affective disorders.
Biol Psychiatry 1996;40:1122-7.

337. Baghai TC, Schule C, Zwanzger P, et al. Possible influence of the
insertion/deletion polymorphism in the angiotensin I-converting
enzyme gene on therapeutic outcome in affective disorders. Mol
Psychiatry 2001;6:258-9.

338. Baghai TC, Schule C, Zwanzger P, et al. Influence of a functional
polymorphism within the angiotensin I-converting enzyme gene
on partial sleep deprivation in patients with major depression.
Neurosci Lett 2003;339:223-6.

339. Baghai TC, Schule C, Zill P, et al. The angiotensin I converting en-
zyme insertion/deletion polymorphism influences therapeutic
outcome in major depressed women, but not in men. Neurosci Lett
2004;363:38-42.

340. Bondy B, Baghai T, Zill P, et al. Genetic variants in the angiotensin
I-converting-enzyme (ACE) and angiotensin II receptor (AT1) gene
and clinical outcome in depression. Prog Neuropsychopharmacol Biol
Psychiatry 2005;29:1094-9.

341. Hong CJ, Wang YC, Tsai SJ. Association study of angiotensin I-
converting enzyme polymorphism and symptomatology and anti-
depressant response in major depressive disorders. J Neural
Transm 2002;109:1209-14.

342. Baghai TC, Schule C, Zwanzger P, et al. Hypothalamic-pituitary-
adrenocortical axis dysregulation in patients with major depression
is influenced by the insertion/deletion polymorphism in the an-
giotensin I-converting enzyme gene. Neurosci Lett 2002;328:299-303.

343. Heck A, Lieb R, Ellgas A, et al. Polymorphisms in the angiotensin-
converting enzyme gene region predict coping styles in healthy
adults and depressed patients. Am J Med Genet B Neuropsychiatr
Genet 2009;150B;104-14.

344. Reppert SM, Weaver DR. Coordination of circadian timing in
mammals. Nature 2002;418:935-41.

345. Manev H, Uz T. Clock genes: influencing and being influenced by
psychoactive drugs. Trends Pharmacol Sci 2006;27:186-9.

346. Sei H, Oishi K, Sano A, et al. Clock mutant mice with Jcl/ICR
background shows an impaired learning ability in water maze, but
not in passive avoidance, at the beginning of dark phase. Congenit
Anom (Kyoto) 2006;46:81-5.

347. Uz T, Ahmed R, Akhisaroglu M, et al. Effect of fluoxetine and co-
caine on the expression of clock genes in the mouse hippocampus
and striatum. Neuroscience 2005;134:1309-16.

348. Steeves TD, King DP, Zhao Y, et al. Molecular cloning and charac-
terization of the human CLOCK gene: mexpression in the supra -
chiasmatic nuclei. Genomics 1999;57:198-200.

349. Mignone F, Gissi C, Liuni S, et al. Untranslated regions of mRNAs.
Genome Biol 2002;3:REVIEWS0004.

350. Katzenberg D, Young T, Finn L, et al. A CLOCK polymorphism 
associated with human diurnal preference. Sleep 1998;21:569-76.

351. Benedetti F, Serretti A, Colombo C, et al. Influence of CLOCK gene
polymorphism on circadian mood fluctuation and illness recur-

rence in bipolar depression. Am J Med Genet 2003;123B:23-6.
352. Serretti A, Benedetti F, Mandelli L, et al. Genetic dissection of psy-

chopathological symptoms: insomnia in mood disorders and
CLOCK gene polymorphism. Am J Med Genet B Neuropsychiatr
Genet 2003;121B:35-8.

353. Serretti A, Cusin C, Benedetti F, et al. Insomnia improvement dur-
ing antidepressant treatment and CLOCK gene polymorphism.
Am J Med Genet B Neuropsychiatr Genet 2005;137B:36-9.

354. Kishi T, Kitajima T, Ikeda M, et al. CLOCK may predict the re-
sponse to fluvoxamine treatment in Japanese major depressive dis-
order patients. Neuromolecular Med 2009;11:53-7.

355. Kishimoto J, Spurr N, Liao M, et al. Localization of brain nitric ox-
ide synthase (NOS) to human chromosome 12. Genomics 1992;
14:802-4.

356. Xu W, Gorman P, Sheer D, et al. Regional localization of the gene
coding for human brain nitric oxide synthase (NOS1) to
12q24.2–>24.31 by fluorescent in situ hybridization. Cytogenet Cell
Genet 1993;64:62-3.

357. Wegener G, Volke V, Harvey BH, et al. Local, but not systemic, ad-
ministration of serotonergic antidepressants decreases hippocam-
pal nitric oxide synthase activity. Brain Res 2003;959:128-34.

358. Suzuki E, Nakaki T, Kanba S, et al. Long-term imipramine treat-
ment increases nitrate levels in the rat hypothalamus. Cell Mol
Neurobiol 2003;23:953-62.

359. Paul IA. Antidepressant activity and calcium signaling cascades.
Hum Psychopharmacol 2001;16:71-80.

360. Chiavegatto S, Dawson VL, Mamounas LA, et al. Brain serotonin
dysfunction accounts for aggression in male mice lacking neuronal
nitric oxide synthase. Proc Natl Acad Sci U S A 2001;98:1277-81.

361. Yu YW, Chen TJ, Hong CJ, et al. Association study of the inter-
leukin-1beta (C-511T) genetic polymorphism with major depres-
sive disorder, associated symptomatology, and antidepressant re-
sponse. Neuropsychopharmacology 2003;28:1182-5.

362. Dentino AN, Pieper CF, Rao MK, et al. Association of interleukin-6
and other biologic variables with depression in older people living
in the community. J Am Geriatr Soc 1999;47:6-11.

363. Herbert TB, Cohen S. Depression and immunity: a meta-analytic
review. Psychol Bull 1993;113:472-86.

364. Kiecolt-Glaser JK, Glaser R. Depression and immune function: cen-
tral pathways to morbidity and mortality. J Psychosom Res 2002;53:
873-6.

365. Zorrilla EP, Luborsky L, McKay JR, et al. The relationship of de-
pression and stressors to immunological assays: a meta-analytic
review. Brain Behav Immun 2001;15:199-226.

366. Dunn AJ. Systemic interleukin-1 administration stimulates hypo-
thalamic norepinephrine metabolism parallelling the increased
plasma corticosterone. Life Sci 1988;43:429-35.

367. Kabiersch A, del Rey A, Honegger CG, et al. Interleukin-1 induces
changes in norepinephrine metabolism in the rat brain. Brain Behav
Immun 1988;2:267-74.

368. Gemma C, Imeri L, de Simoni MG, et al. Interleukin-1 induces
changes in sleep, brain temperature, and serotonergic metabolism.
Am J Physiol 1997;272:R601-6.

369. Linthorst AC, Flachskamm C, Holsboer F, et al. Local administration
of recombinant human interleukin-1 beta in the rat hippocampus in-
creases serotonergic neurotransmission, hypothalamic-pituitary-
adrenocortical axis activity, and body temperature. Endocrinology
1994;135:520-32.

370. Shintani F, Kanba S, Nakaki T, et al. Interleukin-1 beta augments
release of norepinephrine, dopamine, and serotonin in the rat an-
terior hypothalamus. J Neurosci 1993;13:3574-81.

371. Rada P, Mark GP, Vitek MP, et al. Interleukin-1 beta decreases
acetylcholine measured by microdialysis in the hippocampus of
freely moving rats. Brain Res 1991;550:287-90.

372. Li Z, Inenaga K, Yamashita H. GABAergic inputs modulate effects
of interleukin-1 beta on supraoptic neurones in vitro. Neuroreport
1993;5:181-3.

373. Miller LG, Galpern WR, Dunlap K, et al. Interleukin-1 augments
gamma-aminobutyric acidA receptor function in brain. Mol 
Pharmacol 1991;39:105-8.

374. Zeise ML, Madamba S, Siggins GR. Interleukin-1 beta increases
synaptic inhibition in rat hippocampal pyramidal neurons in vitro.
Regul Pept 1992;39:1-7.

375. Tringali G, Mancuso C, Mirtella A, et al. Evidence for the neuronal
origin of immunoreactive interleukin-1 beta released by rat
 hypothalamic explants. Neurosci Lett 1996;219:143-6.

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 111



376. Gemma C, Imeri L, Opp MR. Serotonergic activation stimulates
the pituitary-adrenal axis and alters interleukin-1 mRNA expres-
sion in rat brain. Psychoneuroendocrinology 2003;28:875-84.

377. Maes M, Bosmans E, Meltzer HY, et al. Interleukin-1 beta: A puta-
tive mediator of HPA axis hyperactivity in major depression? Am J
Psychiatry 1993;150:1189-93.

378. Anisman H, Ravindran AV, Griffiths J, et al. Interleukin-1 beta
production in dysthymia before and after pharmacotherapy. Biol
Psychiatry 1999;46:1649-55.

379. Anisman H, Kokkinidis L, Merali Z. Further evidence for the de-
pressive effects of cytokines: anhedonia and neurochemical
changes. Brain Behav Immun 2002;16:544-56.

380. Licinio J, Wong ML. The role of inflammatory mediators in the
 biology of major depression: central nervous system cytokines
modulate the biological substrate of depressive symptoms, regu-
late stress-responsive systems, and contribute to neurotoxicity and
neuroprotection. Mol Psychiatry 1999;4:317-27.

381. Yang K, Xie G, Zhang Z, et al. Levels of serum interleukin (IL)-6,
IL-1beta, tumour necrosis factor-alpha and leptin and their correla-
tion in depression. Aust N Z J Psychiatry 2007;41:266-73.

382. Auron PE, Rosenwasser LJ, Matsushima K, et al. Human and
murine interleukin 1 possess sequence and structural similarities. 
J Mol Cell Immunol 1985;2:169-77.

383. Le Beau MM, Rowley JD. Chromosomal abnormalities in leukemia
and lymphoma: clinical and biological significance. Adv Hum
Genet 1986;15:1-54.

384. di Giovine FS, Takhsh E, Blakemore AI, et al. Single base polymor-
phism at -511 in the human interleukin-1 gene (IL1 beta). Hum Mol
Genet 1992;1:450.

385. Pociot F, Molvig J, Wogensen L, et al. A TaqI polymorphism in the
human interleukin-1 beta (IL-1 beta) gene correlates with IL-1 beta
secretion in vitro. Eur J Clin Invest 1992;22:396-402.

386. Guasch JF, Bertina RM, Reitsma PH. Five novel intragenic dimor-
phisms in the human interleukin-1 genes combine to high infor-
mativity. Cytokine 1996;8:598-602.

387. El-Omar EM, Carrington M, Chow WH, et al. Interleukin-1 poly-
morphisms associated with increased risk of gastric cancer. Nature
2000;404:398-402.

388. Baune BT, Dannlowski U, Domschke K, et al. The interleukin 
1 beta (IL1B) gene is associated with failure to achieve remission
and impaired emotion processing in major depression. Biol 
Psychiatry 2010;67:543-9.

389. Uher R, Perroud N, Ng MY, et al. Genome-wide pharmacogenetics
of antidepressant response in the GENDEP project. Am J Psychiatry
2010;167:555-64.

390. Liu QR, Walther D, Drgon T, et al. Human brain derived neuro -
trophic factor (BDNF) genes, splicing patterns, and assessments of
associations with substance abuse and Parkinson’s disease. Am J
Med Genet B Neuropsychiatr Genet 2005;134B:93-103.

391. Pruunsild P, Kazantseva A, Aid T, et al. Dissecting the human
BDNF locus: bidirectional transcription, complex splicing, and
multiple promoters. Genomics 2007;90:397-406.

392. Egan MF, Kojima M, Callicott JH, et al. The BDNF val66met poly-
morphism affects activity-dependent secretion of BDNF and hu-
man memory and hippocampal function. Cell 2003;112:257-69.

393. Gratacos M, Soria V, Urretavizcaya M, et al. A brain-derived neu-
rotrophic factor (BDNF) haplotype is associated with antidepres-
sant treatment outcome in mood disorders. Pharmacogenomics J
2008;8:101-12.

394. Hong CJ, Huo SJ, Yen FC, et al. Association study of a brain-
 derived neurotrophic-factor genetic polymorphism and mood dis-
orders, age of onset and suicidal behavior. Neuropsychobiology
2003; 48:186-9.

395. Tsai SJ, Cheng CY, Yu YW, et al. Association study of a brain-derived
neurotrophic-factor genetic polymorphism and major depressive
disorders, symptomatology, and antidepressant response. Am J Med
Genet B Neuropsychiatr Genet 2003;123B:19-22.

396. Surtees PG, Wainwright NW, Willis-Owen SA, et al. No association
between the BDNF Val66Met polymorphism and mood status in a
non-clinical community sample of 7389 older adults. J Psychiatr Res
2007;41:404-9.

397. Strauss J, Barr CL, George CJ, et al. Association study of brain- derived
neurotrophic factor in adults with a history of childhood onset mood
disorder. Am J Med Genet B Neuropsychiatr Genet 2004; 131B:16-9.

398. Schumacher J, Jamra RA, Becker T, et al. Evidence for a relation-
ship between genetic variants at the brain-derived neurotrophic

factor (BDNF) locus and major depression. Biol Psychiatry 2005;58:
307-14.

399. Strauss J, Barr CL, George CJ, et al. Brain-derived neurotrophic fac-
tor variants are associated with childhood-onset mood disorder:
confirmation in a Hungarian sample. Mol Psychiatry 2005;10:861-7.

400. Hwang JP, Tsai SJ, Hong CJ, et al. The Val66Met polymorphism of
the brain-derived neurotrophic-factor gene is associated with geri-
atric depression. Neurobiol Aging 2006;27:1834-7.

401. Hall D, Dhilla A, Charalambous A, et al. Sequence variants of the
brain-derived neurotrophic factor (BDNF) gene are strongly asso-
ciated with obsessive-compulsive disorder. Am J Hum Genet 2003;
73:370-6.

402. Ribases M, Gratacos M, Armengol L, et al. Met66 in the brain-derived
neurotrophic factor (BDNF) precursor is associated with anorexia
nervosa restrictive type. Mol Psychiatry 2003;8:745-51.

403. Ribases M, Gratacos M, Fernandez-Aranda F, et al. Association of
BDNF with anorexia, bulimia and age of onset of weight loss in six
European populations. Hum Mol Genet 2004;13:1205-12.

404. Geller B, Badner JA, Tillman R, et al. Linkage disequilibrium of the
brain-derived neurotrophic factor Val66Met polymorphism in chil-
dren with a prepubertal and early adolescent bipolar disorder phe-
notype. Am J Psychiatry 2004;161:1698-700.

405. Lohoff FW, Sander T, Ferraro TN, et al. Confirmation of associa-
tion between the Val66Met polymorphism in the brain-derived
neurotrophic factor (BDNF) gene and bipolar I disorder. Am J Med
Genet B Neuropsychiatr Genet 2005;139B:51-3.

406. Rybakowski JK, Borkowska A, Skibinska M, et al. Illness-specific
association of val66met BDNF polymorphism with performance
on Wisconsin Card Sorting Test in bipolar mood disorder. Mol
Psychiatry 2006;11:122-4.

407. Rosa A, Cuesta MJ, Fatjo-Vilas M, et al. The Val66Met polymor-
phism of the brain-derived neurotrophic factor gene is associated
with risk for psychosis: evidence from a family-based association
study. Am J Med Genet B Neuropsychiatr Genet 2006;141B:135-8.

408. Hong CJ, Yu YW, Lin CH, et al. An association study of a brain-
derived neurotrophic factor Val66Met polymorphism and clozap-
ine response of schizophrenic patients. Neurosci Lett 2003;349:206-8.

409. Follesa P, Biggio F, Gorini G, et al. Vagus nerve stimulation in-
creases norepinephrine concentration and the gene expression of
BDNF and bFGF in the rat brain. Brain Res 2007;1179:28-34.

410. Rogoz Z, Skuza G, Legutko B. Repeated co-treatment with
imipramine and amantadine induces hippocampal brain-derived
neurotrophic factor gene expression in rats. J Physiol Pharmacol
2007;58:219-34.

411. Reagan LP, Hendry RM, Reznikov LR, et al. Tianeptine increases
brain-derived neurotrophic factor expression in the rat amygdala.
Eur J Pharmacol 2007;565:68-75.

412. Calabrese F, Molteni R, Maj PF, et al. Chronic duloxetine treatment
induces specific changes in the expression of BDNF transcripts and
in the subcellular localization of the neurotrophin protein. 
Neuro psychopharmacology 2007;32:2351-9.

413. Conti B, Maier R, Barr AM, et al. Region-specific transcriptional
changes following the three antidepressant treatments electro con-
vulsive therapy, sleep deprivation and fluoxetine. Mol Psychiatry
2007;12:167-89.

414. Rogoz Z, Skuza G, Legutko B. Repeated treatment with mir-
tazepine induces brain-derived neurotrophic factor gene expres-
sion in rats. J Physiol Pharmacol 2005;56:661-71.

415. Rogoz Z, Legutko B. Combined treatment with imipramine and
metyrapone induces hippocampal and cortical brain-derived neu-
rotrophic factor gene expression in rats. Pharmacol Rep 2005;57:840-4.

416. Jacobsen JP, Mork A. The effect of escitalopram, desipramine, elec-
troconvulsive seizures and lithium on brain-derived neurotrophic
factor mRNA and protein expression in the rat brain and the cor -
relation to 5-HT and 5-HIAA levels. Brain Res 2004;1024:183-92.

417. Khundakar AA, Zetterstrom TS. Biphasic change in BDNF gene
expression following antidepressant drug treatment explained by
differential transcript regulation. Brain Res 2006;1106:12-20.

418. Dwivedi Y, Rizavi HS, Pandey GN. Antidepressants reverse corti-
costerone-mediated decrease in brain-derived neurotrophic factor
expression: differential regulation of specific exons by antidepres-
sants and corticosterone. Neuroscience 2006;139:1017-29.

419. Adachi M, Barrot M, Autry AE, et al. Selective loss of brain-
derived neurotrophic factor in the dentate gyrus attenuates anti -
depressant efficacy. Biol Psychiatry 2008;63:642-9.

420. Choi MJ, Kang RH, Lim SW, et al. Brain-derived neurotrophic

Porcelli et al.

112 J Psychiatry Neurosci 2011;36(2)

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 112



Pharmacogenetics of antidepressant response

J Psychiatry Neurosci 2011;36(2) 113

 factor gene polymorphism (Val66Met) and citalopram response in
major depressive disorder. Brain Res 2006;1118:176-82.

421. Rajewska-Rager A, Skibinska M, Szczepankiewicz A, et al. [Associ-
ation between polymorphisms of Val66Met in the BDNF gene and
the response to escitalopram and nortriptyline treatment in the
light of the neurodevelopmental hypothesis of depression] [Article
in Polish]. Psychiatr Pol 2008;42:915-23.

422. Yoshida K, Higuchi H, Kamata M, et al. The G196A polymorphism
of the brain-derived neurotrophic factor gene and the antidepres-
sant effect of milnacipran and fluvoxamine. J Psychopharmacol
2007; 21:650-6.

423. Licinio J, Dong C, Wong ML. Novel sequence variations in the
brain-derived neurotrophic factor gene and association with major
depression and antidepressant treatment response. Arch Gen 
Psychiatry 2009;66:488-97.

424. Domschke K, Lawford B, Laje G, et al. Brain-derived neurotrophic
factor (BDNF) gene: no major impact on antidepressant treatment
response. Int J Neuropsychopharmacol 2010;13:93-101.

425. Machado-Vieira R, Salvadore G, Luckenbaugh DA, et al. Rapid onset
of antidepressant action: a new paradigm in the research and treat-
ment of major depressive disorder. J Clin Psychiatry 2008;69:946-58.

426. Sanacora G, Mason GF, Rothman DL, et al. Reduced cortical
gamma-aminobutyric acid levels in depressed patients determined
by proton magnetic resonance spectroscopy. Arch Gen Psychiatry
1999;56:1043-7.

427. Nowak G, Li Y, Paul IA. Adaptation of cortical but not hippocam-
pal NMDA receptors after chronic citalopram treatment. Eur J
Pharmacol 1996;295:75-85.

428. Skolnick P, Layer RT, Popik P, et al. Adaptation of N-methyl-D-
aspartate (NMDA) receptors following antidepressant treatment: im-
plications for the pharmacotherapy of depression. Pharmacopsychiatry
1996;29:23-6.

429. Boyer PA, Skolnick P, Fossom LH. Chronic administration of
imipramine and citalopram alters the expression of NMDA recep-
tor subunit mRNAs in mouse brain. A quantitative in situ hy-
bridization study. J Mol Neurosci 1998;10:219-33.

430. Paddock S, Laje G, Charney D, et al. Association of GRIK4 with
outcome of antidepressant treatment in the STAR*D cohort. Am J
Psychiatry 2007;164:1181-8.

431. Laje G, Perlis RH, Rush AJ, et al. Pharmacogenetics studies in
STAR*D: strengths, limitations, and results. Psychiatr Serv 2009;
60:1446-57.

432. Horstmann S, Lucae S, Menke A, et al. Polymorphisms in GRIK4,
HTR2A, and FKBP5 show interactive effects in predicting remission
to antidepressant treatment. Neuropsychopharmacology 2010;35:727-40.

433. Laje G, Paddock S, Manji H, et al. Genetic markers of suicidal
ideation emerging during citalopram treatment of major depres-
sion. Am J Psychiatry 2007;164:1530-8.

434. Perlis RH, Laje G, Smoller JW, et al. Genetic and clinical predictors
of sexual dysfunction in citalopram-treated depressed patients.
Neuropsychopharmacology 2009;34:1819-28.

435. McCarthy MI, Abecasis GR, Cardon LR, et al. Genome-wide asso-
ciation studies for complex traits: consensus, uncertainty and chal-
lenges. Nat Rev Genet 2008;9:356-69.

436. Psychiatric GWAS Consortium Steering Committee. A framework
for interpreting genome-wide association studies of psychiatric
disorders. Mol Psychiatry 2009;14:10-7.

437. Bosker FJ, Hartman CA, Nolte IM, et al. Poor replication of candi-
date genes for major depressive disorder using genome-wide asso-
ciation data. Mol Psychiatry 2010 Mar. 30. [Epub ahead of print]

438. Garriock HA, Kraft JB, Shyn SI, et al. A genomewide association
study of citalopram response in major depressive disorder. Biol
Psychiatry 2010;67:133-8.

439. Laje G, Allen AS, Akula N, et al. Genome-wide association study
of suicidal ideation emerging during citalopram treatment of de-
pressed outpatients. Pharmacogenet Genomics 2009;19:666-74.

440. Ising M, Lucae S, Binder EB, et al. A genomewide association study
points to multiple loci that predict antidepressant drug treatment
outcome in depression. Arch Gen Psychiatry 2009;66:966-75.

441. Perroud N, Aitchison KJ, Uher R, et al. Genetic predictors of in-

crease in suicidal ideation during antidepressant treatment in the
GENDEP project. Neuropsychopharmacology 2009;34:2517-28.

442. Bergen S, Chen J, Dagdan E, et al. Selected summaries from the
XVI World Congress of Psychiatric Genetics, Osaka, Japan, 11–15
October 2008. Psychiatr Genet 2009;19:219-36.

443. Teo YY. Common statistical issues in genome-wide association
studies: a review on power, data quality control, genotype calling
and population structure. Curr Opin Lipidol 2008;19:133-43.

444. Sullivan PF. Spurious genetic associations. Biol Psychiatry 2007;61:
1121-6.

445. Lachman HM, Kelsoe JR, Remick RA, et al. Linkage studies suggest
a possible locus for bipolar disorder near the velo-cardio-facial syn-
drome region on chromosome 22. Am J Med Genet 1997;74:121-8.

446. Niculescu AB, Segal DS, Kuczenski R, et al. Identifying a series of
candidate genes for mania and psychosis: a convergent functional
genomics approach. Physiol Genomics 2000;4:83-91.

447. Sinyor M, Levitt AJ, Cheung AH, et al. Does inclusion of a placebo
arm influence response to active antidepressant treatment in ran-
domized controlled trials? Results from pooled and meta-analyses.
J Clin Psychiatry 2010;71:270-9.

448. Devlin B, Roeder K. Genomic control for association studies. 
Biometrics 1999;55:997-1004.

449. Pritchard JK, Stephens M, Rosenberg NA, et al. Association map-
ping in structured populations. Am J Hum Genet 2000;67:170-81.

450. Clayton DG, Walker NM, Smyth DJ, et al. Population structure,
differential bias and genomic control in a large-scale, case-control
association study. Nat Genet 2005;37:1243-6.

451. Price AL, Patterson NJ, Plenge RM, et al. Principal components
analysis corrects for stratification in genome-wide association
studies. Nat Genet 2006;38:904-9.

452. Bellivier F, Leroux M, Henry C, et al. Serotonin transporter gene
polymorphism influences age at onset in patients with bipolar 
affective disorder. Neurosci Lett 2002;334:17-20.

453. Nobile M, Cataldo MG, Giorda R, et al. A case-control and family-
based association study of the 5-HTTLPR in pediatric-onset de-
pressive disorders. Biol Psychiatry 2004;56:292-5.

454. Cusin C, Serretti A, Lattuada E, et al. Influence of 5-HTTLPR and
TPH variants on illness time course in mood disorders. J Psychiatr
Res 2001;35:217-23.

455. Caspi A, Sugden K, Moffitt TE, et al. Influence of life stress on de-
pression: moderation by a polymorphism in the 5-HTT gene. 
Science 2003;301:386-9.

456. Park JW, Kim JS, Lee HK, et al. Serotonin transporter polymor-
phism and harm avoidance personality in chronic tension-type
headache. Headache 2004;44:1005-9.

457. Feinn R, Nellissery M, Kranzler HR. Meta-analysis of the associa-
tion of a functional serotonin transporter promoter polymorphism
with alcohol dependence. Am J Med Genet B Neuropsychiatr Genet
2005;133B:79-84.

458. Kremer I, Bachner-Melman R, Reshef A, et al. Association of the
serotonin transporter gene with smoking behavior. Am J Psychiatry
2005;162:924-30.

459. Yeo A, Boyd P, Lumsden S, et al. Association between a functional
polymorphism in the serotonin transporter gene and diarrhoea pre-
dominant irritable bowel syndrome in women. Gut 2004;53:1452-8.

460. Matsushita S, Suzuki K, Murayama M, et al. Serotonin transporter
regulatory region polymorphism is associated with anorexia ner-
vosa. Am J Med Genet B Neuropsychiatr Genet 2004;128B:114-7.

461. Steiger H, Joober R, Israel M, et al. The 5HTTLPR polymorphism,
psychopathologic symptoms, and platelet [3H-] paroxetine bind-
ing in bulimic syndromes. Int J Eat Disord 2005;37:57-60.

462. Courtet P, Baud P, Abbar M, et al. Association between violent sui-
cidal behavior and the low activity allele of the serotonin trans-
porter gene. Mol Psychiatry 2001;6:338-41.

463. Bartlett CW, Gharani N, Millonig JH, et al. Three autism candidate
genes: a synthesis of human genetic analysis with other disci-
plines. Int J Dev Neurosci 2005;23:221-34.

464. Bobb AJ, Castellanos FX, Addington AM, et al. Molecular genetic
studies of ADHD: 1991 to 2004. Am J Med Genet B Neurospsychiatr
Genet 2005;132B:109-25.

pharma-porcelli_JPN template  10/02/11  2:22 PM  Page 113


